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Long non-coding RNA HOTAIR expression profile in gastric cancer

and its relationship between patient prognosis
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Abstract : Objective To study the expression and clinical significances of long non-coding RNA HOTAIR in gastric cancer. Methods

A total of 60 patients with gastric cancer who were surgically resected specimens of gastric cancer and adjacent tissues in gastric cancer
tissues , evaluate the mRNA expression of HOTAIR by RT-qPCR, and further analyze the relationship between the mRNA expression of
HOTAIR and patient prognosis by Meier-plotter database. Results HOTAIR expression level (4.26 +1.47) was significantly higher
(P <0.001) than adjacent tissues in gastric cancer tissues (0.47 +0.35). High HOTAIR expression level group of patients has poor

prognosis. Conclusions The expression level of HOTAIR in gastric cancer is significantly higher than the normal adjacent tissues and its

expression level is closely related to the patient’s prognosis.
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