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Abstract: Objective To explore the relationship between Sp110 gene polymorphism and tuberculosis susceptibility of Chinese Han
population in Yibin region. Methods One hundred and twelve tuberculosis patients and 140 control patients were selected from Janu-
ary 2011 to December 2012 at the First People’s Hospital and Infectious Disease Hospital of Yibin by using case-control study to inves-
tigate their normal information and detect 2 SNP sites of Sp110 gene, finally the relationship between Sp110 gene SNPs polymorphism
and tuberculosis susceptibility was explored. Results (1) There were significant differences in smoking history (49. 1% wvs 33.6% )
and family history (23.2% wvs 9.3% ) of tuberculosis between case group and control group (P <0.05). (2) The frequencies of
rs11679983 G allele (51.8% vs 33.6% ) and rs3948464 C allele (92.9% wvs 81.4% ) in case group were significantly higher than
those in control group with an OR 2. 13 and 2. 97 respectively (P <0.05). (3) The genotypes of rs11679983 and rs3948464 were not
consistent in two groups (P <0.05). Conclusions The polymorphisms of rs11679983 A/G and rs3948464 C/T of Sp110 gene may be
the influencing factors of tuberculosis susceptibility of Chinese Han population in Yibin region.
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