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Abstract: Objective To evaluate the associations of ABCB1 G2677T/A polymorphisms with serum lipid levels and lipid-lowering
response to statin treatment.Methods The Pubmed, Cochrane Library, CNKI, VIP and Wanfang database were retrieved according
to the uniform retrieval strategy. MINORS scale was adopted to evaluate the quality of included studies.Statistical analysis was per-
formed with RevMan 5.3 software.Results A total of 10 independent studies were included with a total of 3 088 patients.The results
of this meta-analysis showed that there was no statistically significant difference in serum lipid levels (TC,LDL-C,HDL-C and TG) be-
tween patients with the 2677GG genotypes and those with the non-GG genotypes, G non-G genotypes or the Non-G non-G genotypes,
nor was there statistically significant difference in lipid lowering efficacy of statin treatment between these groups. Conclusion
The current meta-analysis suggested that ABCB1 G2677T/A polymorphism is not associated with serum lipid levels and lipid-lower-
ing response to statin treatment.
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Mean Difference
IV, Fixed, 95% CI

Mean Difference
IV, Fixed, 95% CI

GG non-GG
Study or Subgrou Mean SD Total Mean S0 Total Weight
214T7C
Kajinami 2004 (&) 274 22 a6 283 28 82 138%
Kajinami 2004 (&) 268 24 87 266 26 119 204%
FPoduri 2010 205 37 182 199 27 83 154%
Rehecchi 2009 279 34 52 283 41 a4 B.0%
Rodrigues 2005 280 31 21 298 53 48 4%
Rosales 2012 273 144 45 2746 158 84 31.8%
Taegtmeyer 2011 187.2 a8 T4 191 603 194 3.9%
S 2017 191 352 40 1864 337 122 BI%
Subtotal (95% CI) 557 816 100.0%
Heterogeneity: Chi*=11.79, df =7 (P=0.11); F= 41%
Testfor overall effect Z=035(P=072)
21.21DLC
Kajinami 2004 () 183 22 56 192 23 82 1389%
Kajinami 2004 (E8) 187 22 87 187 22 119 21.8%
FPoduri 2010 13 34182 128 26 83 145%
Rebecchi 2009 192 32 52 194 ar 84 58%
Rodrigues 2005 193 27 al 210 a4 48 2.2%
Rosales 2012 1852 104 45 1847 186 84 323%
Taegtmeyer 2011 1315 619 40 1323 507 120 1.8%
SETET 2017 1223 288 40 119 277 122 T.8%
Subtotal (95% CI) 523 742 100.0%
Heterogeneity: Chif= 918, df=7 (P=0.24); P= 24%
Testfor overall effect Z= 062 (P =0.53)
213 HDL-C
Kajinami 2004 (%7} 56 12 56 a5 12 82 7%
Kajinami 2004 (E8) 48 g ar 46 9 119 21.6%
Poduri 2010 35 g 182 35 g 83 251%
Rebecchi 2009 57 14 52 a4 13 84 53%
Rodrigues 2005 a1 12 al a1 R3] 48 2.6%
Rosales 2012 437 6.8 45 471 94 84 147%
Taegtmeyer 2011 387 185 41348 131 127 43%
SETET 2017 396 7.3 40 401 54 122 194%
Subtotal (95% CI) 524 749 100.0%
Heterogeneity: Chi®= 1147 df=7 (P=012), F= 39%
Testfor averall effect Z=032 (P =0.75)
21476
Kajinami 2004 (&) 173 72 86 176 5] 82 159%
Kajinami 2004 (E8) 174 Th 87 170 1118 217%
Rebecchi 2009 147 L 52 168 70 84 19.6%
Rodrigues 2005 178 71 al 186 71 48 B.9%
Rosales 2012 21448 4863 45 21448 498 84 237%
Taegtmeyer 2011 141.7 1181 68 1443 1426 173 THE%
SETT 2017 1771 1328 40 1691 868 122 47%
Subtotal (95% CI) 369 712 100.0%

Heterogeneity: Chi®= 348 dfi=6 (F=0.78), F= 0%
Testfor averall effect 2= 084 (P = 0.40)

Testfor subaroun differences: Chi*=131. df=3(P= 073 F=0%
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GG non-GG Mean Difference Mean Difference

Study or Subgroup  Mean SD Total Mean SD Total Weight V. Random, 95% Cl IV, Random, 95% Cl
2217C
Fiegenbaum 2005 -237 138 29 -28.3 138 68 9.5% 5.60 [-0.40, 11.60] e
Kajinami 2004 (22} -26 7 56 -28 8 B2 17.7% 2.00[-0.52, 452] v
Kajinari 2004 (B} <26 ] ar -7 9 118 178% 1.00 [-1.49, 3.48] i
Poduri 2010 5739 182 A1 M 83  44% -6O0[16.48, 4.48] 2
Rodrigues 2004 -2 39 21 -31 38 48 1.4% 200[17.84,21.84] T A
Rosales 2012 -163 10 45 -17.2 10 84 14.8% 0.90[-2.72, 452 o
gkt 2018 -244 1.8 94 -21.1 34 26 205%  -3.30[-4.55,-2.09] .
SETA 2017 -286 106 40 -27.2 126 122 139% -2.40 [-6.37,1.67] =l
Subtotal (95% CI) 554 632 100.0% -0.05[-2.52, 2.42] [
Heterogeneity: Tau®= 7.31; Chi®= 27.36, df= 7 (P = 0.0003); "= 74%
Testfor overall effect Z=0.04 (F=0.87)
2221DLC
Fiegenbaum 2005 -338 1468 29 -385 18 68 8.5% 570 [-1.47,12.87] e
Kajinami 2004 (22} -37 ] 56 -39 ] 82 129% 2.00 [-1.06, 5.06] =
Fajinami 2004 () 35 1 87 -3 10 119 13.0% 1.00 [-1.93,3.93] i
Poduri 2010 -47 33 182 42 34 83 TF1% -500[13.75 3.79] L
Rodrigues 2005 35 1B 21 -39 14 43 T.8% 4.00[-3.91,11.81] A
Rosales 2012 -224 142 45 -24.1 142 84 10.5% 1.70 [-3.57,6.87] o
Thompson 2005 -377 08 #18 -361 05 B4 146%  -1.60 [1.66,-1.54] o
akFA% 2018 -355 B4 94 -243 48 26 137% -11.20[13.39,-8.01] =
SETRAR 2017 -388 107 40 -38.4 133 122 11.9% -1.50 [-5.57, 2.67] 2]
Subtotal (95% CI) 972 1473 100.0% -0.93 [-4.16, 2.29] L
Heterogeneity: Tau®= 18.55; Chi®= 390.09, df= 8 (F < 0.00001); F=91%
Testfor overall effect. Z= 0.7 (F=0.57)
223 HDLC
Fiegenbaum 2005 6.2 249 29 4 287 68 1.0% 220[-8.73,1313] =
Kajinami 2004 (22} 9 12 56 8 13 82 B.5% 1.00[-3.22,5.27] =
Kajinari 2004 (B} 3 1M a7 712 19 11E6% 1.00[-2.16, 4.16] i
Poduri 2010 1 9 182 1 [ 83 34.3% 0.00[-1.84,1.84] L
Rodrigues 2004 2 "7 21 114 43 2.8% 1.00 [-5.48, 7.48] 7
Rosales 2012 18 106 45 181 16 84 54% -0.10[-4.72, 452 3 i
gkt 2018 23 55 94 e 3% 26 39.6% 0.60 [-1.21, 2.41] L]
SETA 2017 (ELTI b 40 0.2 21 122 28% 1.70 [-4.76, 8.16] 3
Subtotal (95% CI) 554 632 100.0% 0.49 [-0.59, 1.56]
Heterogeneity: Tau®= 0.00; Chi®=0.76, df=7 (P =1.00); F=0%
Testfor averall effect Z=0.88 (F=0.38)
2.247G
Fiegenbaum 2005 -06 364 29 51 37 68 1.6% 4.580[11.65 20.59] o
Kajinami 2004 (22} -21 18 56 -17 27 82 7.0% -400[11.51,3.41] =
Fajinami 2004 () -15 38 87 17 289 119  43% 2.00[-7.53,11.53] ==
Rodrigues 2005 27 5 21 -24 5B 43 045% -3.00[-29.96, 23.96] — =
Rosgales 2012 -231 23 45 -21.2 188 84 B4% -1.80 [9.73,5.93] e
ofF4E 2018 -ZT6E 348 494 -247 A4 26 TY9E%  -2.90[5.12, -0.68] !
SETRAT 2017 -9.86 68 40 -13.7 74 122 0B% 384 [21.22 28.40]
Subtotal {95% CI) 372 549 100.0%  -2.55[4.53, -0.57] L]
Heterogeneity: Tau®=0.00; Chi®=213, df =6 (P=081); F=0%
Testfor overall effect £= 2.2 (F=0.01)
} } } |
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1 PAWIFEH SCHRIEASFRE
G (= D < LR TN L :”ﬂ sy W awagm e D
Kajinami'®’ 2004 EE mlRILEER A 58+11 206 138 PFFEARARIT 10 mg/d  52JH PCR-RFLP  >0.05 20
Fiegenbaum'®’ 2005 P4 @ HEEEMER AL 59.2¢10.7 25 74 F4RAV] 20 mg/d 6/ PCR-RFLP  >0.05 20
Rodrigues'” 2005  [LPG e I st af i 59+12 28 41 PUFEfRABIT 10 mgid 4 PCR-RFLP ~ >0.05 20
BT FEARABTT 10 mg/d
WA TT 20 mg/d ¥
Thompson' ' 2005 [ mIRIMLER A — 901 582 fKAMhIT 10 mg/d .31k 64 TaqMan >0.05 21
T 20 mg/d  JaHfth
1T20 mg/d
Rebecchi™ 2009 ELP§  @AHREEEMAER A 5711 92 44 PHLRABIT 10 mgid 4 PCR-RFLP  >0.05 20
Poduri'*! 2010 EPJE SRR 47.52+7.7 222 43 BHGERAIT20 mg/d - 6)H PCR-RFLP  >0.05 19
Taegtmeyer ™' 2011  Je[E  BRMLO SRR 485104 230 38 — — PCR-RFLP  >.05 18
Rosales™ 2012 AF BIHEEAER A 56.4£107 89 53 BUFEAABIT 10 mg/d 14N PCR-RFLP  >0.05 20
SRR 2017 BE ORI 5776195 134 28 BUGHEAMIT20mgd  4JH m‘jg;i?j;ing 5005 20
TR RAF 2018 P ERRIMAER A 56.2+14.5 68 52 PHEKABIT20 mgid 4 JH PIEIFEMIFAEH: >0.05 19
%2 ABCBIZEH G2677T/A £ 5N MUK K- 5205
. GG LLGnon-GIE [H 7Y GG HNon-Gnon-G 3 [H 71 GG HNon-GGEE [H 11
SCHRE HEAEE MD(95%CI) SCHEREE MR MD(95%CI) SCHRE HEAEE MD(95%CI)
TC 3 257/325  0.05(-0.12~0.21) 3 257/223  -0.03(-0.22~0.16) 7 557/816  -0.56(~3.67~2.55)
LDL-C 3 223/275  -0.05(-0.23~0.13) 3 223/168  -0.08(-0.29~0.13) 7 523/742  -0.91(-3.75~1.94)
HDL-C 3 224/280  0.13(-0.05~0.30) 3 224/170  0.19(-0.02~0.39) 7 524/749  0.18(-0.91~1.26)
TG 3 251/311  0.04(-0.13~0.21) 3 251/185  =0.01(-0.20~0.19) 6 369/712  -4.09(~13.62~5.45)

MDA IR 2E , CIR A DX TR 5 TC Ry S IE [T, LDL-C A% 52 A5 A 4 IH 3 B, HDL-C oy i3 %% BE MG 8 (4 IH BB, TG R =156 Hih
R3  ABCBI1 3K G2677T/A 2785 X T 225 W R BERIUN 1) 52 1

GG [t Gnon-G FE[H #Y

GG It Non-Gnon-G FE[F 71

GG [ Non-GG it [H Y

1Mtz =gy

SCRECE: HEAE MD(95%CI) SCHECE: FEARE MD(95%CI) OB MR MD(95%CI)
TC 4 306/262  -0.34(-0.53~-0.15) 4 306/155  -0.01(-0.22~0.20) 7 554/632  —0.05(-2.52~2.42)
LDL-C 5 724/858  —1.28(-1.39~-1.16) 5 724/400 -1.56(~1.74~-1.38) 8 819/1458 -0.93(-4.16~2.29)
HDL-C 4 306/262  0.10(-0.08~0.27) 4 306/155  0.06(-0.15~0.26) 7 401/617  0.49(-0.59~1.56)
TG 4 306/262  -0.06(~0.24~0.11) 4 306/155  ~0.06(~0.27~0.15) 7 401/617  -2.55(4.53~0.57)

MDA YRS, CIM A XA 5 TC Ry A JE T, LDL-C A% 52 A A 4 BH 3, HDL-C Ay v 4% B2 A 4 P4 BH B8, TG A =19k Hih

or 7
1+ o
1®
g2f 10}
g o
e 1a
% 3+ P
Lo
4t e
1ol RS
A (D)
5 1 'y ! 1 )
-100 -50 0 50 100

BElS  ABCBIZERG2677T/AZ A E S 07T 25 W HR 20N A S E Y
I3l (GG non-GGHE A A1)

H Al ABCB1 3[R G2677T/A 22545 MM fg /K F
R 2258 B AR 2 15 A AH AT AR A i
Fiegenbaum %5 55 K & B G2677A/T H: K Z 45 M v]
AR TTIAIT A TC M LDL-C PR . Taegt-
meyer 2514 % 3 G2677T/A-C3435T Bf5 5 5 LDL-C
KA K o Thompson 55 BB 57 & B FH Bl T4,
7T VA7 B9 A ABCB1 2677G>T/A v 15 GG i
N LDL-C 7K f B TT 5956 A 55 3%, TC K1Y
Rk R B TT 20955 A 155 2% 3 3k RARSE e A
HE R BBTHE AT T X 57 ABCB1 2677GG B A
LDL-C (485 7 FH 23 e 485 [l — o o i) oA ik
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R N, SR Kajinami 255 1F 58 45 9 R, AB-
CB1 G2677A/T Z 2 5 BB MY T FRIR RN TE K -
BANZ IR R ABCB1 G2677A/T 245 51t
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