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Abstract: Objective To study the relationship between single nucleotide polymorphisms (SNP) in the ERCC1 (excision repair
cross complementation group 1), XRCC1 (X-ray cross complementing repair gene 1) and clinical outcome of patients with ad-
vanced colorectal cancer treated with oxaliplatin-based chemotherapy.Methods A total of 95 patients pathologically diagnosed as
advanced colorectal cancer by histopathology admitted to Jingmen NO.1 People’s Hospital from November 2017 to April 2019 were
collected. After all patients received oxaliplatin-based chemotherapy for at least 3 cycles of chemotherapy, the efficacy had been
evaluated, also he correlation between each genotype and the short-term efficacy of patients with advanced colorectal cancer had
been analyzed.Results (1) The genotype distribution of each polymorphism was found to be of Hardy-Weinberg equilibrium in
the study.There was no significant correlation among gender, age, colorectal cancer stage (TNM stage) , tumor site with chemothera-
py efficacy (P >0.05).(2) Among the 95 CRC patients, the effective rate of patients with ERCC1 Asn118Asn GG and AG+AA geno-
types after chemotherapy was 51.9% (28/54) and 24.4% (10/41) , Patients with XRCC1 GIn399Arg TC+TT genotype were 2.979
times more likely to fail chemotherapy than those with CC genotype.OR =3.338,95% CI:1.370-8.134, P <0.05; The effective rate
of patients with XRCC1 GIn399Arg CC,TC+TT genotypes after chemotherapy was 52.0%(26/50) and 26.7%(12/45) , Patients with
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TC+TT genotype were 2.979 times more likely to fail chemotherapy than those with CC genotype.OR =2.979,95%CI:1.257-7.060,

P <0.05. Conclusions

In terms of the possibility of failure of oxaliplatin based chemotherapy, the genotype carrying ERCC1

asnl18asn Ag + AA was higher than that of GG genotype ;the genotype carrying XRCC1 gln399arg TC+TT was higher than CC gen-

otype; detection of the single nucleotide polymorphisms of ERCC1 Asnl118Asn and XRCC1 GIn399Arg may be used as a predictor

of the efficacy of oxaliplatin-based chemotherapy in colorectal cancer patients.
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