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R0 5% 4% miR-211 mimics X 41 Bax 8 [ 2235 52 W . 78 045 7 ¥ LA P % 2 miR-211 mimics Al Bax 13 35 2 4& (peD-
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Abstract: Objective To investigate the expression of microRNA-211 (miR-211) in intracranial aneurysms and its effect on the
apoptosis of vascular smooth muscle cells. Methods From May 2017 to January 2019, 50 cases of intracranial aneurysm tissues were
surgically removed from the First Affiliated Hospital of Chengdu Medical College. At the same time, 20 cases of normal intracranial ar-
tery vascular tissues were selected during the same period. Patients with traumatic brain injury. Quantitative real-time polymerase
chain reaction (qQRT-PCR) method was used to determine the expression changes of miR-211 and Bel-2 related X protein (Bax) in intra-
cranial aneurysms. The miR-211 mimics was transfected into aneurysm vascular smooth muscle cells, and apoptosis was detected by
flow cytometry. The bioinformatics database predicted the target genes of miR-211, and the luciferase reporter system identified the tar-
get relationship between miR-211 and Bax. Western blotting was used to detect the effect of transfection of miR-211 mimics on Bax pro-
tein expression in cells. The vascular smooth muscle cells were transfected with miR-211 mimics and Bax overexpression vector (pcD-
NA3.1-Bax), apoptosis was determined by flow cytometry, and Bax protein expression was determined by Western blotting. Results
miR-211 was down-regulated in intracranial aneurysms, and Bax was up-regulated in intracranial aneurysms. The expression level of
miR-211 in vascular smooth muscle cells transfected with miR-211 mimics increased, and the rate of apoptosis decreased [(26.58+
2.14)% vs. (28.41£2.35)% vs. (13.54+1.17)%, P<0.05], in cells The expression level of Bax protein decreased. miR-211 targets the inhi-

bition of Bax protein expression in vascular smooth muscle cells. pcDNA3.1-Bax increases the expression of Bax protein in vascular

smooth muscle cells after up-regulation of miR-211, and promotes cell apoptosis [(12.47+1.58)% vs. (23.71£2.24)%, P<0.05]. Conclu-

sion miR-211 is down-regulated in intracranial aneurysms, miR-211 inhibits vascular smooth muscle cell apoptosis by targeting Bax.

Key words: Intracranial aneurysm; Bcl-2-Associated X Protein;
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mimics) FH AR AE PR () A7 FR A /5 B B 4
Ji bR L9 -2 AH 26 X R ) (Bax) BUAR I [ At 50 S8 b
MEH AR

12 IWMRXATEEFFHRESEHE RN (qRT-
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5 HSh kR L 2UR IE F N B KA ZH 2, i hn
Trizol 328751 $2 A M H 9 8L RNA LB T WL 9 RNA H
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scription Kit, RevertAid First Strand ¢cDNA Synthesis
Kit 3% %% 5% 45 i cDNA, Jf] miScript SYBR Green PCR
Kit.SYBR Real-Time PCR Kit #£47 % & PCR. miR-
211 N2 R U6, Bax NS N B-L3I & H (B-actin) .
519 FF U : miR-211 1E [ 5-CTGCTTGGACCT-
GTGACCTGT-3", JZ [i] 5-TCTGCAGTAGAGGTGAC-
CA-3" ; U6 IE [f] 5-GCTTCGGCAGCACATATACTA-
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0.001 ] 5 /5 PN 3 ik 98 F Bax mRNA 35K F i T 1E
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ik
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YL T

2.3 miR-211 f1 Bax $8 [@ = /EA  miR-211 H
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wt Position 358-365 of Bax 3' UTR  5'

hsa-miR-211

mut Position 358-365 of Bax 3' UTR  5'

...CUUCUGGCCUCCUCCGUCCCUGA...
CGUGGGGAAACGACAGGGACG
...CUUCUGGCCUCCUCCAGUGAGCA...

2 miR-211 01 B 4k B8 -2 AHOC X &R 11 (Bax) 19 3" E BRI (UTR) 3 45 667 54

1 miR-211 mimics 7445 i N s kR &~ Lan i v
miR-211 ACE NI TR L5 /x + 5
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2R M5 2R B P LB % + 5
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L[] A Bax 2Rk /0 i 4 2l kg i 451 1 LAR
JEgT
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