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Abstract : Objective To study the peripheral blood of patients with depression cannabinoid receptor 1 (CB1) and fatty acid amide
hydrolase (FAAH) mRNA expression levels and significance. Methods ~ The peripheral blood CB1 and FAAH mRNA expression lev-
el of two groups of patients;43 patients with untreated depression ( depression group) and 43 cases of healthy volunteers ( healthy
group) were detected byreal-time fluorescent quantitative ( rt-PCR) technology, which were compared with healthy people. Using the
Hamilton depression rating scale (HAMD) and the Stroopcolour word test to evaluate the degree of depression in patients with depres-
sion and cognitive function assessment,by which to analysis expression level of CB1 and FAAH and the correlation of test results. Re-
sults  The expression levels of CB1-mRNA and FAAH-mRNA in patients with depression were significantly lower than the control
group (P <0.05). The changes of body weight factor in patients with depression the expression level of CB1 and HAMD in positive cor-
relation (r=1.021,P =0.001) while cognitive impairment factor FAAH expression level and HAMD in negative correlation (r =
—-0.065,P =0.023). The expression level of FAAH-mRNA of patients with depression can influence patient’s attention and response
ability (P <0.05). Conclusions CBI receptor can affect energy metabolism in patients with depression andFAAH will have an impact
on cognitive impairment in patients with depression,which suggesting that peripheral blood CB1-mRNA , FAAH-mRNA expression in pa-
tients with depression and depressive disorder associated with positive correlation.
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N % s 7 IR BEEY

A P Bodr (Frxs) (kgem P xxs) (FFxxs)
ez i 4319 24 3B8.12+6.34 248516 12.13£2.58
HHRER 4320 2 37.85+6.27 4.6 511  12.37 £2.69
tOEHE (0.187) 0.199 0.117 0.422
P 0.665 0.422 0.453 0.337
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A Takara 28 w4 ) P 3% H vK L ##E 10 min, A
300 WL Zp A4S, IR 2 IF 240 15 min, I 1 )2
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+£2 W4H CB1-mRNA . FAAH-mRNA RiZE

& HAMD {43 bb 8B /x + 5
21 5] % CB1-mRNA FAAH-mRNA HAMD 343/ %
R4 43 0.26 £0. 19 0.18 £0.14  2.67 +1.39
a4 43 0.14 £0.11 0.13+0.12  21.86 £4.28
{8 3.584 0.778 27.963
P At 0.000 0.040 0. 000
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FAAH-mRNA B8 X5 (n =43)
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rfH P1{H rfH PAi
FEIEIK AL -0.237 0.624 -0.132 0.659
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SR 0. 602 0.492 -0.59% 0.173
T B o 0.131 0.986 0.783 0. 694
Y 0.059 0.389 0.476 0.543
VER L&A 0.924 0.834 0.284 0.248
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