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Abstract : Multiple myeloma( MM) is a hematological malignancy of plasmocyte in clinic practice. Although the treatments and resear-
ches have improved and more patients survive for much longer time, most patients remain incurable and eventually relapse or become
refractory to previous treatments. The efficacy of diagnosis need to be improved on request of clinical demand. Minimal residual disease
(MRD) provides more accurate estimations of the burden of tumor cells. Tt would help to improve monitoring of treatment efficacy and
to select appropriate time to avoid over treatment and under treatment. Multiparameter flow cytometry (MFC) is one of current tech-
niques to monitor MRD which is widely used in lots of laboratories because of its high sensitivity, fast, high efficiency, and cost-effec-
tive. In this paper, the current application of flow cytometry in myeloma MRD detection is summarized.
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