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ERCC1 Asnl18Asn(rs11615) fl ERCC2 Lys751Gln(rs13181)
He N 28 TR 55 N 98 A S IBC PR BIF 5

e 3 JIIRaNIES
YHtls, FRTUTFAERGIARARER) &4, F& 400020

ZE.8BM T ERCCI Asnl18Asn (rs11615) F1 ERCC2 Lys751GIn (rs13181) MR L SESHERN R, A EH
2014 4E 5 H % 2016 45 5 H B E BT 20 S BB A MRHIRA ) 50 B IR ZE 950 A IRge w2l , N 3R & B s il ER-
CCI Asnl18Asn (rs11615) K1 ERCC2 Lys751GIn (rs13181) 3K 22 251k, b8 IH 4% 9 2H 5 gt B AR (% B 2H ) ERCCI Asnl18Asn
(rs11615) 1 ERCC2 Lys751Gln (rs13181) BEPRI B o A M3 25 e DA S SR B U 3 22 5, S8R I8 41 Rk B4 ERCCI
Asnl18Asn(rs11615) JEPIII 410 SR WF A= 5 CC 2y 54%  LE 66% , 2445 CT K 26% [t 26% , 58455 TT J920% Lt 8% , BiZi Lt
BERGHITHFE X (Y =7.05,P =0.028) %7 3 RATREF LR C Ry 67% He 79% , 58728 R T 4y 33% e 21% , M4 Hei 2% 5+
Bt L (y =5.27,P=0.026) . ERCC2 Lys751GIn (rs13181) KR 7 43 A7 4 S BF A 780 AA K 20% [ 56% , 2247 AB Hy
44% H.32% 575K BB hy 36% H 12% ,Wi4 A2 R G HF 8 L (x° =0.83,P =0.669) , Ffi FE PR BT A K A Sy 42% L
T2% ,7EHI B O 58% Lt 28% , 4L LK 2 RA G F R X (x* =0.75,P =0.448) . #5145 19 & £ W] fig 55 ERCCI
Asnl18Asn(rs11615) Fll ERCC2 Lys751Gln (rs13181) R M L2450 BA Rk,

KEER AR, EEZEM,; EFEA
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Abstract ; Objective  To study the relevance between gene polymorphism of ERCCI Asnl18Asn (rs11615), ERCC2 Lys751GIn
(rs13181) and gallbladder carcinoma. Methods Fifty gallbladder carcinoma patients who were treated in Department of General Sur-
gery, Chongqing Red Cross Hospital from May 2014 to May 2016 were selected as gallbladder carcinoma group. ERCCI AsnlI8Asn
(rs11615) and ERCC2 Lys751Gln (rsi13181) gene polymorphism was detected by means of polymerase chain reaction. The differences
of distribution and allele frequency of ERCCI Asnl118Asn (rsl11615) and ERCC2 Lys751GIn (rs13181) genotype between gallbladder
carcinoma group and healthy volunteers in the control group were compared. Results Among 50 cases of gallbladder carcinoma patients
and 50 healthy volunteers, ERCCI Asnl18Asn (rs11615) wild CC genotype frequency was 54% ,and 66% , respectively ; heterozygous
CT was 26% ,and 26% ,respectively ;mutant TT was 20% ,and 8% ,respectively,and the difference between the two groups was statisti-
cally significant (> =7.05,P =0.028). Wild-type C allele frequency was 67% ,and 79% , respectively ; mutant T was 33% ,and 21% ,
respectively,and the difference between the two groups was statistically significant (y* =5.27, P = 0.026). ERCC2 Lys751Gin
(rs13181) wild AA genotype frequency was 20% ,and 56% , respectively ; heterozygous AB was 44% , and 32% , respectively ; mutant
BB was 36% ,and 12% ,respectively ; there was no significant difference between the two groups () =0.83,P =0.669). Wild type A
allele frequency was 42% ,and 72% ,respectively ; mutant B allele frequency was 58% , and 28% , respectively; and the difference be-
tween the two groups was statistically significant (y* =0.75,P =0.448). Conclusion The occurrence of gallbladder carcinoma may
be related to the genotype polymorphism of ERCCI Asnl18Asn (rsl11615) and ERCC2 Lys751GIn (rs13181).
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5L WHSE R BUE R A E R ABE(ERCC) 36 i, {5 ERCC2 Lys751GIn (rs13181) i, %4 RAL AA

ERCCI Asnll8Asn (rs11615) 1 ERCC2 Lys751GIn
(rs13181) 7€ NER #Lifil th A EZIGE. AR
EIXF ERCC1 Fl ERCC2 FEPH 2254k, #4898 H 5 0 2%
R TS IC R, BTE NI TR S

1 #ERS5FHZE

L1 —f#EM EEERTL T FEaER S
2014 425 H % 2016 4 5 H HAE WA 50 1] H 9 g
i N R IR, For ¢ 32 3], 2ok 18 3], AR 43
[l Ry 45 ~68 & AFIE N (52.6 £4.2) & 5 53 4% 50 14
I S B ARG N B2 Ry kot HR AL, v B 4 35 1], o 15
B AFIE I Ry 42 ~ 64 % AR IS (49.3 £3.8) %
NI A 55 % B ZH R A8 RN 1 391 T 22 5 T e i 2
B (1=0.323,P =0.754;y" =0.534,P =0.764) , H.
BATHE . AR 4 e B2 AL . IR 4 1] K501k
I 3 191 i 36 M5 B 7 . INZENE Nevin 73 1
19923 5], 1189 15 f51], T 6 491, IV 6 9, AHHSE45 &
(B ph o bR R S 55 5 5 AH DG BER ARS8 A
sl O 2R R T A 8 A R 1

1.2 ®HRAZX

1.2.1 % PE4 DNA 3280 F|H QIAGEN 7 &
( QIAamp DNA Blood MiniKit, USA , #t5- 52304 ) 45 Hit
R OB IR IS DNA

1.2.2 3144 % ERCCl 5 ERCC2 3:H IF ] fil
R 51 WA U750 L3 1, 5149 th A s e 1A
FARG RAF A

1.2.3 FA&-B4k X R (polymerase chain reaction,
PCR) ¥ ¥  FiAs M 95 C4 min AP 95 C30 s 5B
K 56 C30 s, FEfH 72 C30 5,72 CARIEM 5 min; 3t
35 MG, 757K (ddH,0) 17 wL,PCR 7247 10 uL;
K 37 CHEY) 10 min, 88 J5 B 57 B E /K % 65 °C
K 5 min; {fi ] 2% DA HEEERS , HLIK 45 min, L
WE N 145 V,

1.3 Sit=AE KA SPSS 22.0 itk ff. it
BORRL B (% ) FrR , 45 2L 10] 3 PR L 25437 5 PR A
R R ] Hardy-Weinberg #6555, P <0. 05 2257
eI

2 R

2.1 ERESBER 1 ERCCI Asnll8Asn
(rs11615) % BEZH CC % 33 4], CT % 13 {5, TT
w4 5], IHERIE A CC #Y 27 ], CT & 13 {5, TT A 10

7128 f5i] ,AB %Y 16 {4, BB %4 6 f5i] ; IHFL I 4] AA 7Y
10 5], AB %1 22 4] ,BB %I 18 5],
2.2 ERCC EFBABEEASHRANSH MH
22 g5 L W W ERCCI Asnl18Asn (rs11615) 11
SERRURASMAAR L, 25 A G248 L (Y =7. 05,
P=0.028), WiZHRY) ERCC2 Lys751GIn(rs13181) it &
DRIRUAH 2R 40 A1 A L, 22 5 JCHE T2 8 X (x° =0. 83,
P =0.669) ,ERCCI Asnll8Asn (rsl11615) 11 IH 5% 5 21
50T BRLH S A IR PR A LA, 22 5 et
(x* =5.27,P =0.026) , ERCC2 Lys751GIn (rsI3181)
4 R 5% g 2055 %07 R S 67 BE PRI R 3R o041 LA, 25 57
TG EE L () =0.75,P =0.448) G513 3,
%2 ERCC1 5 ERCC2 FERAUTAR S0/ (% )
ERCCI Asnll8Asn ERCC2 Lys751GlIn

21 5 1% (rs11615) (rs13181)

cC CT TT AA AB BB
XHEZH 50 33(66) 13(26) 4(8) 28(56) 16(32) 6(12)
JHEEREL 50 27(54) 13(26) 10(20) 10(20) 22(44) 18(36)
Y 1u 7.05 0.83
P 0.028 0. 669

%3 ERCCl 5 ERCC2 %A IR/ 4 (% )
ERCCI Asnll8Asn

ERCC2 Lys751GIn

25 51 1% ;)ﬁl\ (rs11615) (rs13181)

C T A B
Xif HE 21 50 100 79(79) 21(21) 72(72) 28(28)
JHEEREL]L 50 100 67(67) 33(33) 42(42) 58(58)
X a 5.27 0.75
P{H 0.026 0.448

2.3 ERCC1.ERCC2 &FHMHEBRBENEERE 4
Brivg A~ 5k TR % 56 B ARS8 48 s 1) OC &R I R B,
ERCCIW T 5 C & A b, ZR A% H#E X
(x* =6.31,P =0.004) ,1fii ERCC1 fj TT 5 CC %[
WAL, ZRA G L () =5.82,P =0.032) ,
ERCC2 1) AB 5 AA BN AL, 22 7 A G # =
X (x*=5.31,P=0.025), L3 4,
3 it

EHBRYVIREE (NER) /E R 1B DNA Byiktt
Z—, AT LI Z 8 DNA i fh 4 fta 2o s 2 H5 1,
() st FE AR A v B 2 A PR Y DNA i 18 2 7%
SR NER 342 A LI Xt DNA | 48 41 28 45 45 k2
FIE OB ZAE . (HRTF R, 15 BhiZdssk
B HATIRIT IR, FAR P B ERCC1FIERCC2 JE [

%1 ERCCl 5 ERCC2 A B |1t

PR SN 518 e
ERCC2 Lys751Gln (rs13181) CCGATATTGCGATGCCCAGG GGTTAGCCGATGCGCCCGG
ERCCI Asnl18Asn (rs11615) CAGGTTCCGATTAGCGAAGA CCGGTTAAGTACGTAAATA
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4 ERCC1  ERCC2 3N L7515 M3 1 X R

OR f& Rt

HH B3 e (95% B D) X 1E P
NIE
ERCCI Asnl184sn (rs11615)
1.000
CC/Bl(%)  27(54)  33(66) (xR
1.265
CT/ (% ) 13(26)  13(26) (0,617 -2.594) 2,49 0.643
TI/ (%) 10(20) 4(8) (00603'%3(?834) 5.82  0.032
T S 5L/ 0.182
%) 33(33)  21(21) (0.054 ~0.607) 6.31 0.004
ERCC2 Lys751GIn(rs13181)
1.000
AAVBI(% ) 10(20)  28(56) (xR
5.391
AB/fil(%)  22(44)  16(32) (1234 ~23.553) 5.31  0.025
BB/fl(%)  18(36)  6(12) (0_4552;'}‘1‘3.030) 1.67  0.505
B S IER/ 58(58)  28(28) 3.931 2,32 0.083

(%) (0.912~16.948)

ZAVETE R A AR B I &5 NER M 56T B 1Y &
Y B IRERITE R, K2 L8 ERCCL LN &
FER MR T 118 {7 E C 3] T RAFM X — )2
T A AHSERIFTE N 5 BT — 4R/ i i
Fitiges s N, I % 3 2355 AR N ) ERCC1 Asnl18Asn
JEFET AT, 20 Mr &5 5 S, 35 A P ARG 0
CC PR R i N (547109, 50. 4% ) A= 77 I [A] K 22
1486 d 547 (95% CI:333 ~523), i A8 5 # CT
(45/109,42. 1% ) 5§ TT(8/109,7. 5% ) A= {7} ji] 0l
BT KGR R4/, iR 280k 281 d(95% CI:214 ~
376) , Fi#; 2 A G (P =0.005 8) ) X
UL T Rl DNA RIS BR AL 1 423 i,
B 25 PE Bl 2 B0 AE , ERCC1 il ERCC2 /K4 %
Al 2 HORHER Bk NER 3 DR 25 520 914 1k i
g L SR 4 R 4
A5 R 22569 I PRI YT RICR L5 S di i g &2 ™
AFIPER . HRA e NER 3 R A9 R I
AR SCRR A D 2

LEO M 45 S AT A1, ERCC . ERCCI Asnl18Asn
(rs11615) S5 5E AR 43 A EAR B — 2 iy FL AR,
= Fh I AR 4 1) I 8 953X — IR SiE . BRI Z 4h,
ERCC2 Lys751Gln AB 3 [) o % 1746 LBk .
BERT DUAEWT H ERCC (€ R 2288 PE v DA — e TR
A R g 0 R A e A MR AR N R
—o TEARBEFE T, 2 H W% ERCC1 Fl ERCC2 5§
o7 JEE R J JF L[] I 8 98 s 78 1 F Y . B A S LB
FEMITRA, AT LIS X R AR DL s ik, A
Je AN A )2 1T R 1, FL PR B H SR ) DNA 8 4 7KK 85

1R, OAE — R A 2 42 5 BUE A0 M 5 G T 4
K, M85 46 1 2590 9 28O, A T N IR I7 .
JIT LA, ] oS T e 255 X 9 A0 R A T A T AN A T
Pl SR VAL G YT IH 38 96 19 6] 75 22 Jin DA 6 A5 % 8
(A9 PR R B A 00 s R 2 2 2 1) 403 4 il BT LA %
i)V S R S T N N A R O T BN
1O, A B T 0 1S Rl pFsE 4 R oR ER-
CC1 1 ERCC2 X WA~ 3 N AE — & B B L 252 i iR
PR R, FEWERINZ S, 54 ERCCI
Asnl18Asn (rs11615) TT % # K T Fl ERCC2
Lys751GIn (rs13181) AB =35 HR {2 (1% 9 4 1 ik
K, IX—FFE AT Lhaz FH 2 i PR A I IR 4 98 5 1, DA
LR 208 o A0 e A T P B ) 5 8, A s N BRURE 2
MNRTT IS T], P2 iR T RO

g5 LR IS A g i b i) ERCC1 5
ERCC2 3515 M4y & A o 2 A0 5 kil H 2 3
XA % PN B S AT — 3 B

&% 3k

[1] MISIAKOS E,TZEPI I,BROUNTZOS I,et al. Gallbaldder perfora-
tion causing a subcutaneous abscess [ J]. International Journal of
Surgery Case Reports,2014,5(12) :1088-1090.

[2] SPIVAK G. Nucleotide excision repair in humans[ J ]. DNA Repair
(Amst) ,2015,36:13-18.

[3] LIUY,WU XH,HU XQ,et al. Multiple repair pathways mediate
cellular tolerance to resveratrol-induced DNA damage[ J]. Toxicol-
ogy in Vitro,2017 ,42 .130-138.

[4] XU Q,ZHANG ZF,SUN WX, et al. Haplotype analysis on relation-
ship of ERCC2 and ERCC3 gene polymorphisms with osteosarcoma
risk in Chinese young population [ J]. Mamm Genome, 2017, 28
(5/6) :227-233.

[5] RYU JS,HONG YC,HAN HS, et al. Association between polymor-
phisms of ERCCI and XPD and survival in non-small-cell lung
cancer patients treated with cisplatin combination chemotherapy
[J]. Lung Cancer,2004 ,44(3) .311-316.

[6] IYODA A. A result of prospective biomarker trial on excision repair
cross complementing group 1 ( ERCCI) in advanced non-small-
cell lung cancer; ERCC1 trial[ J]. AME Med J,2017:61.

[7] HUANG MY ,HUANG JJ,HUANG CM, et al. Relationship between
expression of proteins ERCC1, ERCC2, and XRCC1 and clinical
outcomes in patients with rectal cancer treated with FOLFOX-based
preoperative chemoradiotherapy[ J]. World J Surg,2017,41(11) .
2884-2897.

[8] YANG YL,XIAN L. The association between the ERCC1/2 poly-
morphisms and the clinical outcomes of the platinum-based chemo-
therapy in non-small cell lung cancer (NSCLC) :a systematic re-
view and meta-analysis[ J]. Tumor Biol ,2014,35(4) :2905-2921.

[9] AN HJ,JO H,JUNG CK, et al. Prognostic implication of ERCCI
protein expression in resected oropharynx and oral cavity cancer
[J]. Pathology-Research and Practice,2017,213(8) :949-955.

(Yike H191.2017-07-04 & [9] H 49 :2017-07-14)



