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Abstract: Objective To explore the application of data mining technology in molecular regulation network of estrogen on cardio-
vascular.Methods The online analysis tool GEO2R was used to analyze differential gene, DAVID 6.8 was used for gene function
and pathway enrichment analysis, STRING database was used for protein interaction network analysis,and the core network was ex-
tracted by MCODE algorithm.Results A total of 192 differential genes were screened.GO and signaling pathway enrichment analy-

sis found that these genes were related to lipid metabolism, angiogenesis, PPAR signaling pathway,and fatty acid degradation signal-
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ing pathway. Protein-protein interaction network analysis obtained an interaction network containing 131 genes, and MCODE algo-

rithm analysis extracted five core subnetworks, which were respectively related to cholesterol balance, insulin secretion,iron ion bal-

ance, angiogenesis and growth hormone receptor signaling pathway. Conclusion The effects of estrogen on cardiovascular system

are related to lipid metabolism, insulin secretion, angiogenesis and cell growth by using data mining technology.
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