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The relationship between c-Met protein expression and gene mutations

and clinicopathological characteristics of gastric carcinoma
ZONG Guijuan®, YIN Haibing", LI Chunsun®, CHEN Xudong*,TAO Yu*, YANG Lei”,ZHAO Bin*,HE Song*
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Abstract:Objective To investigate the relationship between c-Met protein expression and and gene mutations and clinicopatholog-
ical features of gastric carcinoma,and their influence on the occurrence and development of gastric carcinoma.Methods A total of
246 patients with gastric cancer in Nantong Cancer Hospital from January 2016 to December 2017 were selected.The expression of
c-Met protein and gene mutation status were detected by immunohistochemistry and real-time PCR on the surgically resected gas-
tric cancer specimens.Results The expression of c-Met protein was not associated with gender, age, tumor size, degree of differenti-
ation, clinical stage,and lymph node metastasis (P >0.05) ;it was associated with vascular invasion (P <0.05) ;c-Met gene muta-
tion rate and protein expression test There was a statistically significant difference in the rate of outflow (P <0.05).Conclusion
The expression of c-Met protein is related to vascular invasion.There is no significant difference in the mutation rate between c-Met
gene in different genders, ages and tissue differentiation, and the mutation rate of c-Met gene is inconsistent with protein expression.
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Clinical value of MSCT and MRI in the diagnosis of pancreatic

neuroendocrine neoplasms and pathological grades
WANG Haibin, DUAN Chengzhou, CUI Zhenhua
Author Affiliation : Department of Imaging ,Anyang Tumor Hospital ,Anyang , Henan 455000, China

Abstract: Objective To explore the clinical value of multi-slice spiral CT (MSCT) and magnetic resonance imaging (MRI) in
the diagnosis of pancreatic neuroendocrine neoplasms (pNENs) and pathological grades.Methods The clinical data of 64 pa-
tients with pNENs admitted to Anyang Tumor Hospital between June 2015 and June 2018 were retrospectively analyzed.All pa-
tients underwent MSCT and MRI examination. Pathological examination was used as the gold standard to evaluate the accuracy of
different imaging examinations in the diagnosis of pNENs and to evaluate the value of different pathological grades.Results There
were no statistically significant differences in the overall detection rate (87.50% vs. 89.06%) and sensitivity (83.82% vs. 85.29%) of
MSCT and MRI (P> 0.05).There was no significant difference in the proportions of diameter,lesion margin, lesion shape, main pan-
creatic duct dilatation and distant metastasis of pNENs at different grades (P <0.05).There were no significant differences in the
proportions of sites and cystic necrosis of pNENs at different grades (P> 0.05).In MSCT imaging, there were statistically signifi-
cant differences in the CT absolute enhancement value of pNENs arterial phase and portal phase (P <0.05).In MRI imaging, there

was a statistically significant difference in the proportion of high signal in pNENs arterial phase and portal phase (P <0.05).Con-



