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E(P<0.05), &% EHUEMHAMIE miR-145 7K FEAK, 7 00 T4 41 HPV 16 P K HPV16 E6 mRNA #ik 7K F-F & s miR-
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Abstract: Objective To investigate the correlation between microRNA-145 (miR-145) and human papillomavirus (HPV) infection
in patients with cervical cancer.Methods From May 2015 to May 2019, 83 patients with cervical cancer admitted to Sanya Hospital
of Traditional Chinese Medicine were selected as the research objects, in addition, the healthy persons who were examined in the hospi-
tal in the same period were selected as the control group. The expression of miR-145 in serum was detected by quantitative real-time
polymerase chain reaction (QRT-PCR), and the expression of HPV16 E6 DNA in cervical exfoliated cells was detected by multiplex
polymerase chain reaction (Multiplex PCR). Logistic regression model was used to analyze the risk factors. Pearson method was used to
analyze the correlation, and ROC curve was used to analyze the diagnostic value of miR-145.Results The percentage of patients with
abortion times > 1, the positive rate of HPV16 and the expression level of HPV16 E6 mRNA in cervical exfoliated cells in cervical can-
cer group were significantly higher than those in the control group (P < 0.05). The level of serum miR-145 in cervical cancer group
(0.37£0.11) was significantly lower than that in control group (1.02+0.31), and the difference was statistically significant (P < 0.05).
The levels of serum miR-145 in patients with high, medium and low differentiation of cervical cancer were (0.42+0.16), (0.35+0.12) and
(0.33+0.08) respectively, and the differences were statistically significant (P < 0.05). The serum levels of miR-145 were (0.45+0.14)
and (0.29+0.07) in FIGO stage I-1I and 111 / VI patients, respectively. The serum levels of miR-145 in patients with lymph node metasta-
sis and without lymph node metastasis were (0.47+0.18) and (0.31+0.08) respectively. The serum levels of miR-145 in HPV16 negative
and positive patients were (0.44+0.15) and (0.32+0.09), respectively. The levels of miR-145 in patients with FIGO stage Il - VI, lymph
node metastasis and HPV16 positive were significantly lower than those in patients with FIGO stage I - I, no lymph node metastasis
and HPV16 negative (P < 0.05). The expression of serum miR-145 was negatively correlated with HPV16 E6 mRNA in cervical exfoli-

ated cells (r = =0.372, P < 0.05). Abortion frequency > 1, positive HPV16 and miR-145 low expression were independent risk factors
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for cervical cancer (P < 0.05).Conclusion The level of miR-145 in patients with cervical cancer is lower, the positive of HPV16 and

the expression level of HPV16 E6 mRNA in cervical exfoliated cells are higher, and miR-145 affects the development of cervical can-

cer through interaction with HPV16.
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U6 AGTACCTAACGTACAGCGAA GGACGTTACGGATTAGCTTG
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A HPV16 E6 i AL KI5 16 BIE6 5 11, U6 NS ¥ 1], B-actin N B-WLshEE .
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