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Abstract: Objective To explore the correlations between levels of serum miR-33, miR-122 and Gensini score in patients with coro-
nary heart disease.Methods A total of 200 patients with coronary heart disease who underwent coronary angiography in the First Peo-
ple’s Hospital of Nanyang City from January 2014 to December 2015 were selected as coronary artery disease group, and divided into
single, two and three lesion groups according to the number of coronary artery branches involved. Gensini score was used to calculate
the severity of coronary artery lesions; at the same times, the other 120 patients were selected as the control group. The expression lev-
els of miR-33 and miR-122 in serum of CHD group and control group were detected by qRT-PCR. Pearson analysis was used to analyze
the correlations between levels of serum miR-33 and miR-122 and Gensini scores. Logistic multiple regression analysis was used to an-
alyze the risk factors of coronary heart disease.Results Compared with the control group, there were no significant differences in age,
sex, waist-hip ratio, serum creatinine abnormality and family history of coronary heart disease in the CHD group (P > 0.05). The propor-
tions of smoking, hypertension history, diabetes history were significantly higher in the CHD group than those in control group (P <
0.05), and the levels of serum TG, LDL, miR-33 and miR-122 in patients with coronary heart disease were significantly increased (P <
0.05). In CHD group, the levels of miR-33 in the 2 and 3 groups were (0.48+0.07) and (0.62+0.13), respectively, the levels of miR-122
were (5.19+0.32) and (5.63+0.24), and the Gensini points were (22.49+7.03) points and (65.57+15.32) points, which are significantly
higher than those in the single-branch group (0.37+0.04), (4.89+0.56), (9.43+3.68) points (P<0.001), and increased with the increase of
the number of lesion branches. There was a significant difference between the two groups (P < 0.001). Pearson results showed that the

levels of miR-33 and miR-122 were positively correlated with Gensini scores in patients with coronary heart disease (r = 0.706, r =
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0.458, P < 0.05). Logistic regression analysis showed that serum LDL content, miR-33 and miR-122 levels and age were independent
risk factors for coronary heart disease (OR = 1.862, 95%CI: 1.359-2.57; OR = 4.157, 95%CI: 2.597-6.654; OR = 4.196, 95%CI: 2.362-
7.453, OR = 1.824, 95%CI:1.213-2.454).Conclusion  Levels of serum miR-33 and miR-122 are independent risk factors for evaluat-

ing coronary heart disease, the levels of miR-33 and miR-122 increase with the increase of Gensini score, which may be related to the

severity of coronary heart disease.
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miR-122 CCAAGCTTCCGATCCCATTTCTCACAC
miR-33 CCAGCACAGAATTAATACGACTCACTA
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CCGCTCGAGATGGCAGGGTGTGCTTTTC
GCGAGCACAGAATTAATACGACTCACTATAGC
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