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Abstract: Objective To investigate the effective components and target mechanism of Liuwei Dihuang pill in the treatment of gas-
tric adenocarcinoma.Methods This study used Traditional Chinese Medicine Systems Pharmacology Database and Analysis Platform
(TCMSP) to retrieve the information of all active ingredients and related targets in Liuwei Dihuang pill. Genecard, OMIM, TTD, Drug-
bank, DisGeNET database were used to retrieve the related targets of gastric adenocarcinoma. The disease targets with drug targets
were compared, and the relevant targets of Liuwei Dihuang pill in the treatment of gastric adenocarcinoma were obtained. Metascape da-
tabase was used to analyze Gene Ontology (GO) enrichment and Kyoto Encyclopedia of Genes and Genomes (KEGG) pathway enrich-
ment, then the effective targets and pathways were imported into Cytoscape 3.6.2 to construct the network, the Autodock1.1.2 software
was used to perform molecular docking between the core compound and the key target.Results There were 69 active components and
156 disease-related targets in Liuwei Dihuang pill. JUN, MAPK1, IL-6, AKT1, MAPKS, VEGFA, MYC, ESR1, EGF, HSP90AA1, RE-
LA, FOS, EGFR, CCND1, AR, MMP9, STATI, IL1B, PPARG, PTGS2 were the core targets of Liuwei Dihuang pill against gastric ade-
nocarcinoma. According to the screening of core target, the main components of Liuweir Dihuang pill against gastric adenocarcinoma
were quercetin, kaempferol, diosgenin and tetrahydrotetractylamine. The 156 targets were found to be involved in cell toxicity, metabo-
lism, apoptosis, oxidative stress, etc by GO enrichment. The 36 pathway involved in thecancer, metabolism, immunity, signal transduc-
tion, apoptosis and others. The cancer signaling pathways, advanced glycation end product - receptor of AGE (AGE-RAGE) signal path-

way, and tumor necrosis factor (TNF) signaling pathway were the main KEGG pathway.Conclusions  Liuwei Dihuang pill can treat
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gastric adenocarcinoma with multiple components, multiple targets and multiple pathways. In addition, quercetin, kaempferol, diosgen-

in and tetrachloridine may be the four important components, and cancer signaling pathway, AGE-RAGE signaling pathway and TNF

signaling pathway may play an important role.
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B MOL000359 sitosterol 3691 0.75 || th# MOL005438 campesterol 37.58 0.71
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MOL000280 (2R)-2-[(3S,5R,10S,13R, 14R, 31.07 0.82 MOL005481 2,6,10,14,18-pentamethylicosa— 33.4  0.24
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response to inorganic substance 49 perinuclear region of cytoplasm 18
0010035 10 0048471 107
GO: 4342 61% ||GO: ) 1.437 8x
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GO: 1.846 29x || GO: 2.196 5%
response to wounding 43 protein kinase binding 30
0009611 107 0019901 1077
GO: 4.742 42%x | GO: 3.193 01x
response to extracellular stimulus 39 transcription factor binding 30
0009991 107 0008134 1077
GO: 1.704 51x || GO: 1.473 33x
response to oxygen levels 34 nuclear receptor activity 12
0070482 107 0004879 107
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S54GRS ECMA  MAPK T TL-6 . AKT1 \MAPKS 45 %
BUE A AL T IR

He AT I FOARFE N 45 5 I i AL S AT o 1
P SR, TE UL 3. 1l 2% B (kaempferol) 5
JUN 25 G el , 3 21 (diosgenin) 5 MAPK1 1L-6 ,
AKTI1 . MAPKS %5 & e . &l 3A 24 kaempferol i
JUN Z A Y 45 G A, LR 5% ik Ser] 55, Asn156
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Beda /NI s K AH BAE R, 18] 3E 24 diosgenin Al
MAPKS Z [H] ) 25 G 1 30, AL MR AR JE Lys153 15 di-
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