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MIR155HG AHXT 2235 5 OD {54351 77 (1.9620.62) (1.02+0.26) , 5 X} HEALAH LE , fili 45 4% 41 A8 i LneRNA MIR155HG (1L-4  IL-
5. Th-17A KF- T+ (P<0.05) , TL-2 TFN-vy [%4% (P<0.05) . Pearson P43 B 4% 5 7R | i 45 4% 9% A 41 JE 147 LneRNA MIR155HG
5 IL-2 IFN-y 2 A 56 (P<0.05) , 5 1L-4 \ Th-17A 2 IEAH (P<0.05) o logistic [81 )3 501 i 7% , LneRNA MIR 155HG ,IL-4 & 517
it 45 A% ) fe o PR 38 TIEN -y JESZ WA Il 45 A% 1 R4 IR 3 . ROC 4R 7 , M)A I H LncRNA MIR155HG /K F- TRt £54% 1 ROC N
0.920 (95%CI: 0.880~0.960) , % Wi {E 4 1.358, Fo A B E N 87.3% ¢ M 99.2%. #EiE  fili 45 4 9% A 41 1l LncRNA
MIRISSHG W 265, 5 TSR bR R B Y], nI7E— &R _ 2 Wilh 4% , nl g 3012 W il 45 22 42 11— R AR

KW %L RNAKEEEIS;  SMEIM;  MIRISSHG; T4

Study on the expression of LncRNA MIR155HG in peripheral blood of patients with pulmo-

nary tuberculosis
LIANG Yile',HU Xinjun',YUE Feng',XU Yun®
Author Affiliations:' Department of Infection, The First Affiliated Hospital of Henan University of Science and Technology,
Luoyang 471000, China;Department of Gastroenterology, The First Affiliated Hospital of
Zhengzhou University, Zhengzhou 450000, China

Abstract: Objective To observe the expression of long noncoding RNA (LncRNA) MIR 155HG in peripheral blood of patients
with pulmonary tuberculosis, to study its relationship with T cells, and to explore its significance in the pathogenesis of pulmonary tu-
berculosis. Methods A total of 126 patients with pulmonary tuberculosis (tuberculosis group) treated in The First Affiliated Hospital
of Henan University of Science and Technology from January 2018 to January 2019 were collected, and 150 healthy persons were taken
as control group. Real-time fluorescence quantitative PCR (qRT-PCR) was used to detect the level of LncRNA MIR155HG in peripher-
al blood, enzyme-linked immunosorbent assay (ELISA) was used to detect the levels of interleukin (IL) -2, interferon (IFN-vy), IL-4, IL-5
and Th-17A in peripheral blood; Pearson method was used to analyze the correlation between LncRNA MIR155HG and T cell index in
peripheral blood of patients with pulmonary tuberculosis; Logistic analysis was used to analyzed the factors affecting tuberculosis; and
the diagnostic value of LncRNA MIR 155HG in peripheral blood for tuberculosis was analyzed by ROC.Results The OD value of the
relative expression of LncRNA MIR155HG in the peripheral blood of the tuberculosis group and the control group were 1.96+0.62,
1.02+0.26, respectively. Compared with those in the control group, the levels of LncRNA MIR 155HG, 1L-4, IL-5 and Th-17A in pe-
ripheral blood of pulmonary tuberculosis group increased (P < 0.05), while the levels of IL-2 and IFN-y decreased (P < 0.05). Pearson
analysis showed that LncRNA MIR155HG in peripheral blood of patients with pulmonary tuberculosis was negatively correlated with
IL-2 and IFN-vy (P < 0.05), and positively correlated with [L-4 and Th-17A (P < 0.05). Logistic regression analysis showed that Ln-
cRNA MIR155HG and IL-4 were risk factors for tuberculosis, and [FN-vy was a protective factor for tuberculosis. The ROC curve
showed that the area under the ROC curve predicted by the level of LncRNA MIR 155HG in peripheral blood was 0.920 (95% CI:
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0.880-0.960), the truncation value was 1.358, and the sensitivity and specificity were 87.3% and 99.2%. Conclusions

LncRNA

MIR155HG is highly expressed in peripheral blood of patients with pulmonary tuberculosis and is closely related to T cell markers,

which can diagnose pulmonary tuberculosis to some extent and provide a basis for early diagnosis of pulmonary tuberculosis.
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LncRNA 0342 0471 0512 0276 0414

MIRI55HG P -0.023 0.000 0.000 0.517 0.002
7 : LncRNA N K A% IE 4 5% RNA , MIR155HG Jy MIR155 15 32

R, Th 5l B T 24006 1, Th2 S 4f Btk T 4R 2, Th=17A S 46 Bk T

Y 174, TL-2 AN FE -2, IFN—y I TP E  1L-4 AN E-4,11-5

HENFE-5,

24 HMTEZMESERSN KM ERE
AR AR B, A LncRNA MIR155HG (IL-2 . IFN-vy  IL-
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IL-2 0.13 025 027 0523 113  0.78~1.65
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AR JE I T B LneRNA MIR155HG 7K °F- , % 31 Ln-
cRNA MIR155HG 7 ifi 45 #% 5 A 0 1L v 7K SF- T
& B A2 Wi e bR 55 i — 2P BRI

T 20 AR 22 50 0 SR B2 RGER 40 o Thi .
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Th2 41 i AT 46 B B 20 i 53 A6 2 5 IR W g, 4857
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Jti%A% FR 2R Lne RN A S200 T 40 s €4
FRAE AHEAR G R AT RE . ARBH5E R IS5 %00
ASMEILH LncRNA MIR155HG 5 1L-2 IFN-y 2 £ A
XK, HIL-4 Th-17A RIEAC. RIS A MNE I
1 LncRNA MIR155HG 5 Th1.Th2 . Th17 % I fig)
FE], P HE R A 3 4 G002 ) BE 248 LA 1T 52 e 20
[A]A % BE LncRNA MIR155HG | IL-4 J& 52 W il 45 % 19
FERRIZR  IFN-y Ml 25 A% AR N . LncRNA
MIR155HG IL-4 ZKF- T 57, IEN-y 7K SRR A ] 7E
KAEEER . 9T ROC IR B, AMA 1L Ln-
cRNA MIR155HG 7KV T4 19 ROC #hZk N
410.920, B A 1.358, HAUERME A 87.3% Frtth
99.2%. ROCHhZE T IR T 0.900 8 , AT Ry
LW E. LncRNA MIR155HG % T2 Witz %12 W
Wi, 244 ME M LncRNA MIR155HG 7K -5 T
1.358 B A Bl A e A 1

gi b prak, Bl g5 2 o A Ah 8 I P LneRNA
MIR155HG /K F-Fh i, 5 T MLOC R B V), JE Il 45 4%
) i B8 PR 2R TR) s X M 45 4% EL A 4 s 2 T A ML
B R A 4 402 Wi K TS I A 0 TR AR R .
ABFFE H & B LncRNA MIR155HG 5 T 40 il A 5% ,
ELARBLEI A, A1 N — D IRARST .
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