2 % B 25 Anhui Medical and Pharmaceutical Journal 2021 Aug,25(8) + 1609 -

(5): 8696-8705. liferation and invasion, suppresses cellular apoptosis in osteosar-

[16] HUANG C Y, CHIANG S F, CHEN W T L, et al. HMGBI1 pro- comal J ]. Tumour Biol, 2014,35(12) : 12265-12274.
motes ERK-mediated mitochondrial Drpl phosphorylation for che- [19] LIU K, HUANG J, NI ], et al. MALAT1 promotes osteosarcoma
moresistance through RAGE in colorectal cancer[]]. Cell Death development by regulation of HMGBI via miR-142 - 3p and miR-
& Disease, 2018, 9(10): 1004. 129 - 5p[J]. Cell Cycle, 2017, 16(6): 578-587.

[17] LV S, GUAN M.miRNA-1284, a regulator of HMGBI, inhibits [20] CHEN X, LIU X, HE B, et al. MiR-216b functions as a tumor
cell proliferation and migration in osteosarcoma [J]. Bioscience suppressor by targeting HMGB1-mediated JAK2/STAT3 signaling
Reports, 2018, 38 (4) : BSR20171675. DOI: 10.1042/ way in colorectal cancer [J]. Am J Cancer Res, 2017, 7(10) :
BSR20171675. 2051-2069.

[18] MENG Q, ZHAO J, LIU H, et al. HMGB1 promotes cellular pro- (ks H 39 :2019-08-12, 4 81 H 1 : 2019-10-10)

SIRZARST BRI R, B E S % U RNA361-5p ZEIR A5 10 AL Tk P B 53 T ] g 24,2021, 25 EI
(8) :1609-1612.DOI : 10.3969/j.issn.1009-6469.2021.08.032. G Tk,

ClaREZF O

7 RNA361-5p TENti g% A il B & X

BRI BRI R E S SR
Ve 45 T T R B e T (R TR E ) SRR A AL, T 4475000,
PERON K F A d #RN 450007
H AR B S R EOETI H (182102310153)
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e JE X HR AL, IFN-y 7K - [ (15.58+3.36) ng/L F (26.72+4.78 ) ng/L | B A {2 X HR 41 (¥ P <0.05) 5 fili 45 4% % A ML ¥ miR-361-
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Detection level and clinical significance of serum miR-361-5p in patients with pulmonary tu-
berculosis
JIA Zongling',.SHAN Fuqiang',GE Guochang',ZHAO Xinna’
Author Affiliations:'Respiratory Medicine,Kaifeng Tuberculosis Prevention and Treatment Center (Kaifeng Pulmonary
Hospital), Kaifeng,Henan 475000,China;’Zhengzhou University, Zhengzhou,Henan 450007,China

Abstract: Objective To explore the level and significance of microRNA361-5p (miR-361-5p) in serum of patients with pulmonary
tuberculosis.Methods 136 cases of pulmonary tuberculosis patients treated in Kaifeng Tuberculosis Prevention and Treatment Center
from March 2017 to January 2019 were analyzed and studied, and they were called pulmonary tuberculosis group; in the same period,
142 healthy persons in our hospital were selected as the control group. The general clinical data of the two groups were compared and
analyzed; the level of serum miR-361-5p was detected by real-time fluorescence quantitative PCR (qRT-PCR); the levels of vascular en-
dothelial growth factor (VEGF), tumor necrosis factor-a (TNF-a) and interferon-y (IFN-y) were measured; the relationships between se-

rum level of miR-361-5p and levels of VEGF, TNF-a and IFN-y in patients with pulmonary tuberculosis were analyzed; the influencing
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factors of pulmonary tuberculosis were analyzed by regression analysis; and the diagnostic value of serum miR-361-5p in pulmonary tu-
The levels of serum miR-361-5p[(1.58+0.45) vs. (1.06+0.31)], VEGF[(389.39+46.85)pg/mL wvs.
(327.62+41.76)pg/mL] and TNF-o[(22.48+5.06)ng/L. vs.(11.36+3.17)ng/L] in tuberculosis group were significantly higher than those in
healthy group, and the level of IFN-vy[(15.58+3.36)ng/L. vs.(26.72+4.78)ng/L| in tuberculosis group was significantly lower than that in

berculosis was analyzed. Results

healthy group (P<0.05); the serum level of miR-361-5p was positively correlated with levels of VEGF and TNF-a, and negatively corre-
lated with level of IFN-y in patients with pulmonary tuberculosis (P<0.05); miR-361-5p, VEGF and TNF-a were risk factors for tuber-
culosis, and IFN-v was protective factor for tuberculosis (all P<0.05); the AUC of serum miR-361-5p level for diagnosis of pulmonary
tuberculosis was 0.898, the truncation value was 1.44, the sensitivity was 83.8%, and the specificity was 88.0%.Conclusion The ex-

pression of serum miR-361-5p in patients with pulmonary tuberculosis is high, which is closely related to inflammatory factors, miR-

361-5p may interact with inflammatory factors, and then co-regulate the occurrence and development of pulmonary tuberculosis.
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% # & 2 Anhui Medical and Pharmaceutical Journal 2021 Aug,25(8)

- 1611 -

123 fiFhE A EEKEF (VEGF) A3 35t
B F-a(TNF-a) \y-F #Z (IFN—y) R -FA#m M-
80 CYKAR rf ELHS 43245 (4 ML 35 BE AR |, 23RN i, )
HI N VEGF [ 3¢ % 328 W B (ELISA) 12850 £ (1845 -
KHGO111, b 6 S A= W B A BR A 7] ) L TNF-a
ELISA 7] & (0SD_HO0170, K Vb ik R AR A
BN ] (IFN-y ELISA 377 & (BS-E3748H1, |tk
B A= W RH A BR S 7)) #2 ELISA ¥ 5E 1L VEGF
TNF-o IFN-y 7K

1.3 Zit2E A% ol ] SPSS22.0 # A% 73 #r o
THEEE H & = s 5, A1) LR BeA T o K 3 5 T8
PL“B” e AT xRz 56 5 Bili 45 2205 A ML miR-361-
5p /K5 VEGF , TNF-a . IFN-v [ 5¢ 2 % JH Pearson
29381 5 Logistic [01H 43877 43 B il 45 4% 2 A2 (1) 5% 1)
252 F TAEHRE (ROC) #2834 1M 3% miR-
361-5p K-F-XT Mt G5 A% 2 Wi i (. 24 P<0.05 B, 3R
INEFATIERE L

2 &R
2.1 74 M5 miR-361-5p. VEGF, TNF-0.,IFN-y
KB SR AL AR L, B4l A 2L 2 A I

1% miR-361-5p. VEGF, TNF- o /K V-4 & (# P <
0.05) , IFN-y 7K F-HH i 224K (P<0.05) . WL 2,

F2  PAIMTE miR-361-5p MM N K A KT (VEGF) i
JAIRIE N T - (TNF-a) \y— T2 (IFN—y ) /K- L #5 /% + 5

_ miR-361-  VEGF/ TNF-o/  IFN—y/

41 51 kA
Sp (pg/mL) (ng/L) (ng/L)

{e R R
1 142 1.06+0.31 327.62+41.76 11.36+3.17 26.72+4.78
Mi%ER%2H 136 1.58+0.45 389.39+46.85 22.48+5.06 15.58+3.36
tff 11.260 11.616 22.056 22.391
P 0.000 0.000 0.000 0.000

2.2 B4 #9% A 5 miR-361-5p 7k £ 5 VEGF,
TNF-0.IFN-y X &  Pearson EA T SR, il
25 K% AL miR-361-5p 5 VEGF , TNF-a 7K - 5
1EAH 2 (r=0.585.0.539, P#4<0.05) , 5 IFN-y /K -2
A X (7=0.485, P<0.05)

2.3 EImAh 45 4% A0 Logistic @347 LA miR-361-
5p . VEGF . TNF-a . IFN-y 7KF- 2k F A i, DA 5 A% &
KM N S &, 17 Logistic [ 5 4381, 25 3 BoR
miR-361-5p . VEGF , TNF-o & 5 Wi Jifi 45 %% % A= 1 1
W6 R 2R (34 P<0.05) , IFN-y J2 5 i il 25 42 % A5 i 44
IR ZE (P<0.05), W3,

2.4 [Mi% miR-361-5p X & #Z B2 BT M {E ROC
HZE WS, I miR-361-5p 7K S il 45 4% %% £k 12 W
il 28 F X (Area Under Curve, AUC) A 0.898

&3 Logistic [MIH 34 A4 4% % A BB K 36

eIz B SEff waldy’fH PfH OR{E  95%CI
miR-361-5p 0.617 0.277  4.961 0.000 1.854 1.409~2.439
VEGF 0.551 0.221 6216 0.000 1.734 1.326~2.268
TNF-a 0.622 0287  4.697 0.000 1.862 1.544~2.245
IFN-y -0.568 0.106 28.713 0.000 0.567 0.343~0.936

T VEGF M I8 P9 2 A 4 7, TNF-a S I IR B8 K F - o,
IFN-y Jpy—T 4%,

(95%C1:0.860~0.936) , W {E o 1.44, FLRBLE FE
SERE Ay R 83.82% .88.03% ., W 1.

0.84

0.6
b
hic:d
X 0.4

0.27

0.0 Of2 0'.4 0’.6 018 1.0
1— e 5 i
1 IiL3% miR-361-5p F& 8 /K0 Al 45 2% & A= i) ROC ik

3 itig

it 235 42 e — o A2 e P 5 i 1 i R SR e A, A
Z 1 TR ARER T i Ay I R AR, AT
"o P, R T S ROS IR I S K% I FE AR R
& g M 8 A2 N A 6 R A A o e EL R

miRNA &2 5345 T ARG il ) = S /s
RNA, 0] Z: 5 4653 BRI 48 Ab R 38 L 98 0 2 Iy 45
TR, SR S A% T Ak Ak | il g S5 I 4 40
JEBHG . miR-133a 7EMl£F 4k Ak Hh ik S 8, Hon]
AES 5 15 M il 21 44k & JE R , miR-133a A B,
KGR IT AR 4E AL B B AR . miR-423-5p 1 il 45 %
s ALY ks 8, AT 3 2ok R 1 /DN - S il
PR, 2 26 Bl 45 A% v SC B 1 VE T, WA
it 25 422 W A R A . miR-130b 78 Jifi 46 rh 2
Ik, ol i8S 5 MliE & A= & ' miR-130b H AT
Wi VR FE A . EAN , Ndzi S5 58 A 3R
miR-361-5p 7Efli &5 4% th ik 8, oA iz
il 45 %% B AR M1 AR . miR-361-5p 18 il i 5 %
Ik, HOT BEAE AR /N 40 il g 0k R R — e TR AR
FH, ELATAVE R AR /N 40 i il 9 0I5 PEAG FE bR o ASBE
5 v il 435 4% L9 AL TS miR-361-5p 7K F I i & T
fa R X BRZH , 278 miR-361-5p 1] AETE 45 % K A %
R R —E A .

il 235 4% 2 e 1ok A 5 6 8 400 L G 6 1) 22 o A AE



+ 1612 -

% # & 2 Anhui Medical and Pharmaceutical Journal 2021 Aug,25(8)

MEHTA XK, Hd, VEGF EHLA L M4 4 K
) FE DR, AT p Al A A0 L A 3 5
SEREET TR IE 5 2 R R MR K% A
KM TNF-a A Z I Re A0 H 7, v] 5 B w4 il —
T HEHT A AT TR A SR, X LR B L A BT 285 4%
i f R 5 A OCERVE R . BEAh  TFN-y AT A
JEANM , AEPTAS O R R FE 2R, 45 A0 A
M35 H TNF-o . VEGF /KT 5, IFN-y ZKSF-FEAR 5 48
S% ARG RIS TI6Y7 5, TNF-o . VEGF 7K P F%
%, IFN-y 7K F-F+ 25 , INF-a . VEGF | IFN-y ¥ 7 i 2:
55 FL5% e il 45 A% & ik J L AR IR Y TP il 4 A% 4
% AL VEGF , TNF-a 7K -2 Bt 785 T f B ) R
20, IFN-ry 7K - B S ARG Tt e X6 B A, $2 7 4 i A G
K F TNF-a . VEGF . IFN-vy R BE7E T 25 4% & s 1 A
E—EAE

miR-361-5p 7 Je .00 9% H AT I 57 VEGF ik |, iX
PR 9 O 2038 FHF A8 R AR L i A B
AT 5T H Il 25 A% 9 1L TE miR-361-5p 5 VEGE
TNF-o 7KF- S IEAH G, 5 TFN-y K- S G 56, $2R
miR-361-5p Al it 5 VEGF \ TNF-a . IFN-y 25 4 SE M 56
A EAE T, SRR ma il 25 4% & AR S R R . AR
7% N ,miR-361-5p . VEGF , TNF-a &5 M) fili 2% 2% &
A R FE I R 2R TFN -y 2 5% 1 il 45 4% 2% 2 i A 4 P
2% 47K miR-361-5p . VEGF . TNF-o 7K - F+ 5 . IFN-y
IR BEAI , 89 0 R fef A 45 A% £B 5 IRURS: T e, B e
I miR-361-5p . VEGF , TNF-a, IFN-y 7K V-4 ] T %
WAsiR &%, #F— 058 &3, M3E miR-361-5p
IR P il 45 4% & A 12 W i AUC 2y 0.898, >4 Il i
miR-361-5p AHXT 3K & 5 T 1.44 B, il 45 4% A0k L
TN, $7R 175 miR-361-5p %t i 45 4% A 3¢ i 12
M.

Zi LR Bl gh A% A i miR-361-5p ik I
P, miR-361-5p 5 44 AH G P F HAA — 5 AHOC 1
HNT BB A PR e [ 52 Wi il 485 A% B o o AR o i
AR AFAEREA D ARG A S50 B iR 22, ik
S ARBFFE R HE#E miR-361-5p 5 VEGF \ TNF-o . IFN-
v B 45 TR A 12 Wil 25 4% A (8L, 5 S04 97 RFEAR
b5 b i 45 48 bR 12 W A 435 42 A A (8 % L 5 il 245 4%
KA KR o

S 0k
[1] JAMIL SM, OREN E, GARRISON GW, et al. Diagnosis of tuber-
culosis in adults and children[J]. Ann Am Thorac Soc, 2017, 14
(2):275-278.
[2] TAMGUE O,GCANGA L,0ZTURK M, et al.Differential targeting
of ¢-Maf, Bach-1, and Elmo-1 by microRNA-143 and microRNA-

365 Promotes the intracellular growth of mycobacterium tuberculo-

sis in alternatively IL-4/IL-13 activated macrophages[J |.Front Im-
munol, 2019, 10(3) :421-430.

[3] LIX, HUANGS, YUT, et al. MiR-140 modulates the inflamma-
tory responses of Mycobacterium tuberculosis-infected macro-
phages by targeting TRAF6[J]. J Cell Mol Med, 2019,23(8) :
5642-5653.

[4] NDZI EN, NKENFOU CN, MEKUE LM, et al. MicroRNA hsa-
miR-29a-3p is a plasma biomarker for the differential diagnosis
and monitoring of tuberculosis| ] |. Tuberculosis, 2019, 114(1):
69-76.

[5] DALVI SM, RAMRAJE NN, PATIL VW, et al. Study of IL-6
and vitamin D3 in patients of pulmonary tuberculosis[ J]. Indian J
Tuberc, 2019, 66(3):337-345.

(6] miRBE A th st & IS A2 Wi ARy Y H6 e 1], v [
YIS AR, 2013,20(2):7-11.

[7] BORKOW G, BENTWICH Z. Eradication of helminthic infec-
tions may be essential for successful vaccination against HIV and
tuberculosis[J ]. Bull World Health Organ, 2000, 78 (11):1368-
1369.

[8] PANGANIBAN R P, WANG Y, HOWRYLAK J, et al. Circulat-
ing microRNAs as biomarkers in patients with allergic rhinitis and
asthma[ ] ]. J Allergy Clin Immunol, 2016, 137(5):1423-1432.

(9] JAMELT, 320t . miRNA X ARG B 5T 0E e (7], A B
223k, 2018, 49(1):57-60.

[10] WEI P, XIE Y, ABEL PW, et al. Transforming growth factor
(TGF) - B1-induced miR-133a inhibits myofibroblast differentia-
tion and pulmonary fibrosis [J]. Cell Death Dis, 2019, 10(9) :
670-683.

[11] TU H, YANG S, JIANG T, et al. Elevated pulmonary tuberculo-
sis biomarker miR-423-5p plays critical role in the occurrence of
active TB by inhibiting autophagosome-lysosome fusion [J].
Emerg Microbes Infect, 2019, 8(1) :448-460.

[12] WANG J, YU XF, OUYANG N, et al. Role of DNA methylation
regulation of miR-130b expression in human lung cancer using
bioinformatics analysis[J]. J Toxicol Environ Health A, 2019, 82
(17):935-943.

[13] ZHUANG Z L, TIANFM , SUNC L. Downregulation of miR-
361-5p associates with aggressive clinicopathological features and
unfavorable prognosis in non-small cell lung cancer[J]. Eur Rev
Med Pharmacol Sci, 2016, 20(24):5132-5136.

[14] Z27%, T8 25596, 5 MUN BRI S A A AR IR 7t
I B A 22 SO SEL ] T E PP ER S B 2R A, 2018, 38(4)
441-446.

[15] Ji%, 1RG5, 2058, 55 . 29005 075 TNF-a 1L-1 . 1L-10
I HMGB-1 37578 b Kl RS SCLT ] S BR 22, 2017, 33
(2):285-288.

[16] PEABAE, PRI . 454X 250065 FIRRIBT T 0 45 % f 5 Se e D B
RAE R VEGE B MMP-9 (152 [J ] B A PR B R 24 2241
2016, 37(2):111-114.

[17] WANG HW, LO HH, CHIU YL, et al. Dysregulated miR-361-
Sp/VEGF axis in the plasma and endothelial progenitor cells of pa-
tients with coronary artery disease [J/OL]. PLoS One, 2014,9
(5):e98070. DOI: 10.1371/journal.pone.0098070.

S F 391 2019-10-11, [ H 481:2019-11-23)



