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Expression and clinical significance of long non-coding RNA TPT1-AS1 in non-small cell lung
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Abstract: Objective To analyze the expression of long non-coding RNA (IncRNA) TPT1-AS1 in non-small cell lung cancer
(NSCLC) and its relationship with clinicopathological features.Methods One hundred samples of NSCLC and 100 adjacent tissues
were collected in No.215 Hospital of Shanxi Nuclear Industry from July 2014 to September 2016, the expression of IncRNA TPT1-AS1
in NSCLC and adjacent tissues was detected by real-time fluorescent quantitative PCR (qRT-PCR), and the relationships between the
expression of IncRNA TPT1-AS1 and the clinicopathological features, prognosis of NSCLC were analyzed.Results The expression of
IncRNA TPT1-AS1 in lung cancer tissue was significantly higher than that in paracancerous lung tissue (P<0.05). The expression of In-
cRNA TPT1-AS1 was correlated with TNM stage and lymph metastasis (P<0.05). Compared with the survival rate (41.46%) in the low
expression group of IncRNA TPT1-AS1, the survival rate (10.17%) in the high expression group of IncRNA TPT1-AS1 was significantly
lower (y*=13.376, P<0.05). Multivariate analysis showed that the expression of IncRNA TPT1-AS1 and TNM stage were independent
risk factors for the prognosis of NSCLC (HR = 1.954, 95% CI:1.545-2.473, P<0.05; HR = 2.013, 95%CI:1.591-2.547, P<0.05).Conclu-
sion IncRNA TPT1-ASI is closely related to the occurrence, development and prognosis of NSCLC, which may be a reference index
for clinical prognosis.
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