Z % & 25 Anhui Medical and Pharmaceutical Journal 2022 Feb,26(2) - 351 -

S| AR EAL S, HIE L IE ClLg/MR IR FER TAHOCER (1 3 . Cla/ME R sE R A SR 1 9 KT Tﬁzﬂﬂm%ﬂc& .' ;
FEE AR C R [T £ 2 ,2022,26(2) :351-355.DOI : 10.3969/j.issn.1009-6469.2022.02.034. =

ClaREZE O

1L Cla/IMIgERBEN T-HI5EEE 1 3. Clg/si R sE M 1
R 9K -5 IR SPk 5 18 B ™ HEFR L) O &

S e
Mo A R s R BE R R AL, AL HRHR 0560005
RIS — EBRAY 25, AL R 056000

WE. BH W Clq/MIEIRTE R THHEHE 11 3(CTRP3) |\ Clq/M SR FE A T AH )R 1 9 (CTRPY) 7E 4R 3 Ik 4546 (CAC) 95
AL IR TE O BT S CACT R MR, Ak PLHL20174F 8 H 2 20194F 7 A IBHE T #0542 09 CAC
Joa N 128 5], 42 BESERAR S KA AL AR 43 (CACS K H oy ke 5 A 4 (28 1)) R BE A A2 (32 f]) | vh BE A5 £ 4 (38 481) ) 1 o i 45k
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FEAR2H A [ TR HA(P<0.05) 3 CACHE AL H CTRP3 . CTRP 7K 5 TC .\ TG 7K 3 B i £ 4H % (P<0.05) , 5 HDL-C 7K
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Abstract: Objective To detect the expressions of Clg/tumor necrosis factor-related protein 3 (CTRP3) and C1g/tumor necrosis fac-
tor-related protein 9 (CTRP9) in serum of non-diabetic patients with coronary artery calcification (CAC), and to explore their relation-
ships with incidence and severity of CAC.Methods A total of 128 non-diabetic patients with CAC admitted to Handan Central Hospi-
tal from August 2017 to July 2019 were selected and divided into small amount of calcification group (28 cases), mild calcification
group (32 cases), moderate calcification group (38 cases) and severe calcification group (30 cases) according to the coronary artery calci-
fication score (CACS), and 130 healthy people in the same period were selected as control group. Peripheral blood samples were collect-
ed from non-diabetic CAC patients and healthy people, and hemorrhagic serum was separated, the expression levels of CTRP3 and
CTRPY in serum were detected by enzyme-linked immunosorbent assay (ELISA), the levels of triglyceride (TG), total cholesterol (TC),
high density lipoprotein cholesterol (HDL-C) and low density lipoprotein cholesterol (LDL-C) were analyzed by automatic biochemical
analyzer, and Pearson method was used to analyze the correlations between serum CTRP3 and CTRP9 levels and TG, TC, HDL-C, LDL-
C in non-diabetic patients with CAC, multivariate logistic regression was used to analyze the factors affecting the occurrence of CAC.
Results Compared with the control group, the levels of serum CTRP3 [(67.26+7.58) wg/L vs. (80.05£16.23)g/L], CTRP9 [(34.15+
2.65)mg/L vs. (39.26+3.12)pg/L] and HDL-C [(1.17£0.22) mmol/L vs. (1.64+0.31) mmol/L] in CAC group decreased significantly (P<
0.05), while the levels of TC [(5.43+0.86) mmol/L vs. (4.52+0.53) mmol/L], TG[(1.99+0.41) mmol/L vs. (1.58+0.27) mmol/L], LDL-C
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[(3.57+0.34) mmol/L vs. (3.06£0.19) mmol/L], systolic blood pressure [(134.78+12.63) mmHg vs. (121.74+11.85) mmHg] and diastolic
blood pressure [(85.42+7.84) mmHg vs. (70.67+6.01) mmHg] increased significantly (P<0.05). With the occurrence of low CACS and
the increase of CACS in non-diabetic CAC patients, the levels of CTRP3, CTRP9 and HDL-C decreased significantly (P<0.05), while
the levels of TC, TG, LDL-C, age, systolic blood pressure and diastolic blood pressure increased significantly (P<0.05). The levels of se-
rum CTRP3 and CTRP9 in non-diabetic CAC patients were negatively correlated with TC and TG levels (P<0.05), and positively corre-
lated with HDL-C level (P<0.05). CTRP3, CTRP9 and HDL-C were protective factors affecting the occurrence of CAC, while TC, TG
and LDL-C levels were risk factors affecting the occurrence of CAC.Conclusions The expressions of CTRP3 and CTRP9 in serum of
non-diabetic patients with CAC are significantly down-regulated. The expression levels are down-regulated with the increase of coro-

nary artery calcification in non-diabetic patients with CAC, and are closely related to some blood lipid index. They are protective fac-

tors affecting the occurrence of CAC and can be used as indicators of early diagnosis of CAC and markers of the severity of CAC.
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score, CACS) 7321 « T 9 A0 3R 458 il 76 90 YR /43- 40 LA
T B A e R Bl ok 8 A AT A A TSR AILITE A3
Agatston AR HEFG (LR | FLUFIEAE T3 CACS, AR
i CACSH4 CAC Hiw N7y 440, Horp D A5 A 21
(284 ) : CACS 0~<10 4} ; 52 FEF5 4L 4H (32 ] ) : CACS
10~<100 43 ; 1 454k 41 (38 4] ) : CACS 100~<400
Iy B EESIEAL (30 49]) : CACS=40043 .
1.2 RXFEME]| N CTRP3 il 3K f 92 W B
(enzyme-linked immunosorbent assay , ELISA ) 3 it 5]
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ELISA XAl & A L EELEyEHE, 7S
HD39923; MODEL550 AU FRAY , 35 [E Bio-Rad /A ] ;
AUS5800 A1 4 [ 2 A= Ak 43 A, 55 [ D1 o 20 P R Ry
AR
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Kl TR CAC S B B A K 5 25 18 A0 JE
FRKIL 10 mL, & T EDTA & SE 3455 w4y, — 1
4 CAKIE 3 000 r/min &L 10 min, W HL 0.5 mL [ JZ ML
I TJCW EP 45, ELISA YA K I A i ¥ H CTRP3 .
CTRPY (1335 K-, 50 Iy 12 4948 BRG0S0 45
AT o BRSO BEAEL, I R 450 nm, B3 IR
FE VYA, 2wl bn e M2, 15 0 5T o L A
CTRP3.CTRP9 % ik /K-

5 — Ol 4 8 3h AR A A3 AT ORI = 1k H vl
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TC) . /= % FE JE 2 (110 [ 52 Chigh density lipoprotein
cholesterol , HDL-C ) 7K - A K AR %% B g £ 1 JIH [
(low density lipoprotein cholesterol , LDL-C) 7K~

14 SIFEFE FNGT2 50 SPSS 24.0 #E4T
Gl #r. THRBORAT S IEA T, R X £ s 4l
T, /T A A [ 5 A B A7 B0 X 2R 7 22 0
PP LA T LSD- A 36 5 T A0k LU (%) 22
2 [B] L BEAT X K56 o Pearson 72243 T CAC i A MLV
1 CTRP3.CTRP9 5 TG . TC .HDL-C . LDL-C [ 4] %
o R Z K £ logistic [B1H 43 M1 5200 CAC & 4= 1Y)
HNZ . 2 P<0.05M, 275017 L.

2 &R

2.1 PHAMEHR CTRP3.CTRPIKFLLE CAC
A5 A ML H CTRP3 . CTRPY 7K T 452 fif e xof 18 20
B FRE(P<0.05). WKL,

F1 RSN (CAC) 2 5 il ekt L i b C g/
WP FHAOCHE 1 (CTRP)3 . CTRPY 7K LA/ (pg/L, % £ 5)
2851 1% CTRP3 CTRPY

R BT 2 130 80.05+16.23 39.26+3.12
CACH] 128 67.26+7.58 34.15+2.65
fE 8.09 14.17

PAi 0.000 0.000

22 WWAMAS.MEKFELE 5 HE TR AL
o, CAC 4195 A TC . TG \LDL-C M 4 [ &7 7K 7K F
B T, HDL-C /K 7B W RAIK (P<0.05) o TL3% 2,
23 FHAMFES CTRP3.CTRPIKFELLE HA
I3 1 CTRP3 . CTRPY 7K1 22 A Ge i 5 L (P
<0.05). SfEEREXI AL, D54 CACH A
I3 H CTRP3 .CTRP9 7K F-J6 B 8 A8 1 (P>0.05) , i
BE v R R4S AR 4H CAC E A I H CTRP3 .,
CTRP9 7K V- i [JA 4 (P<0.05) ; 5 /0585 L AR
R P E A5 L4 CAC R A IMLTE P CTRP3 .
CTRP9 /K- B A% (P<0.05) ; S5 RS AL A AR 1
rhRE R4S AL ZH CAC R A IMLTE H CTRP3 . CTRPY
KOV B B BRI (P<0.05) 5 5 R BE A5 AL A A HL , E S
{4 CAC R A ML 1 CTRP3 . CTRPY 7K - i B A%
(P<0.05). WL#3.

F3  GEARSNIKEG A (CAC) AN [H] R34 5 f B X R 1 355 v
C L/ R FER FAH5EE (4 (CTRP)3 . CTRPY /K- L4 /7 + 5
4151 1% CTRP3/(pg/L) CTRPY/(pg/L)

T X IR 2 130 80.05+16.23 39.26+3.12
sl 28 77.84+10.76 38.84+3.02
LRy i) 32 70.35+9.48"%

36.91+2.861%

rf RS AR 2 38 64.3226.57" 33.84+2.57
Eiig 2 ia 30 57.8246.0502%% 27231248029
FAE 25.25 115.64
PAE <0.001 <0.001

D5 T PR AR L3, P<0.05, @5/ 45 A2 A L%
P<0.05. @5 H M L E, P<0.05. @5 45 L 414 L
5, P<0.05,

24 FHAMAEKFLLE HAMIBKFLE, 27
AYit22 5 L (P<0.05) . S A A L, b 5
AL CACHRE A TG .\ TC . HDL-C 7K JC W & 754k (P
>0.05) , LDL-C 7K - B 2 T 55 (P<0.05) , 52 B
A5 L4] CACHH A TC . TG . LDL-C 7K~F- B i 7 5
(P<0.05) , HDL-C 7KF B i F % (P<0.05 ) ; 55 /0 45
R AR L R A5 4] CAC R A TC,
TG . LDL-C /KB {2 F+ 7 , HDL-C 7K 7 B S B (P<
0.05) ; SEREESALALA L, o RE 51k 4] CAC
A TC. TG .LDL-C 7K1 g F+ 5 , HDL-C 7K~ B i B
Ik (P<0.05) ; 5 B2 A5 AL 21 AH Eb L 35 B 454k 41 CAC
% N TC . TG .LDL-C7K~F-B] i F 55 , HDL-C 7K~ F- W f
B (P<0.05). W34,

25 CACAEROAFHR MELLE CACAH
BURALAEIS (R e, Z2 5 A g8 L (P<
0.05). S/ bt L, B b H S b
CAC Y NARWS Wi He &7 7K e B i 7785 (P<0.05) 5
55 AL AL AR b, b B R A AL A AR IS I
JE &5k 5 2 8 8 TR (P<0.05) 5 5 v 45 4k 20 A
Ll , o R A5 AL AL AF 0% (ISR e LT 5K R B S T i (P<
0.05). W5,

2.6 CAC & A5+ CTRP3,CTRPY 7K I 5 iin fig
KEBHEXESH  CACH AW+ CTRP3,
CTRP9 /K F- 5 TC . TG /K F- 4B i 1 A ¢ (P<0.05) ,
5 HDL-C /K- 34 B 5. 1F AH 56 (P<0.05) , 55 LDL-C /K
SERFSE AN B (P>0.05) ., L6,

Fz2 RENKESL(CAC) AL BT BAZ AR | 1l R 7K F e 3/ (mmol/L, & + 5)

251 % TG/(mmol/L)  TC/(mmol/L) HDL-C/(mmol/L) LDL-C/(mmol/L) W4 s /mmHg &7k H /mmHg
TR IRLA. 130 1.58+0.27 4.52+0.53 1.64+0.31 3.06+0.19 121.74+11.85 70.67+6.01
CACH 128 1.99+0.41 5.43+0.86 1.17+0.22 3.57+0.34 134.78+12.63 85.42+7.84
21 9.50 10.25 14.02 14.84 8.55 16.98
PAH 0.000 0.000 0.000 0.000 0.000 0.000

T8 TG 2 =B H i, TC b B HE B, HDL-C by 2 BE AR 25 H RE TS , LDL-C oA {7 BE I 4 1 HE [ et
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F4  FERNIKES A (CAC) AT 55 R IR 1 Ag L 4%/ (mmol/L, % + s)
20 5 1% TG TC HDL-C LDL-C
felt 5 XoF M2 130 1.58+0.27 4.52+0.53 1.6420.31 3.06+0.19
Ut 28 1.61+0.29 4.67+0.56 1.59+0.30 3.17+0.16"
R A4 32 1.81x0.31"% 5.22+0.64"7 1.31x0.27"% 3.4620.18"%
CR XAz 38 +0.47" 5.65+0.8872% 1.06+0.2172% 3.68+0.27%%
T4l 30 2.43+0.52025% 6.12+0.92725% 0.80+0.19725% 3.92+0.33723%
FA 47.09 50.38 76.55 133.45
P1H 0.000 0.000 0.000 0.000

TG Ry =k H ¥, TC Sk S IH [ P, HDL-C Ay v 2 8 N8 2R 11 EL 1, LDL-C oM IR 3 i 28 11 JIH [
D5 fa st A M LLEE, P<0.05. @5/ ILAM LA, P<0.05. G5 R EMILAM tLE:, P<0.05. @5 L4 M L&, P<0.05.

RS EARSIIKEG L (CAC) AR FU W4 iR A /7 +

F7 EIER SRS (CAC) KAEMZ R 1T

2159 Bk AR W4 e /mmHg 475K /mmHg
DREEARZE 28 40.15+8.26 124.62+12.22 80.15+6.47
IRPEEEEARA] 32 55.28+8.867  131.24+12.577  83.61+6.82"

PSSR 38 67.7249.277%  137.55x12.887%  86.92+6.88"%
FEEAEALA] 30 84.37+8.337%% 144.52+13.11729 90.39+7.2472%
FIH 135.51 13.25 12.09
P 0.000 0.000 0.000

TE D5 LA LA, P<0.05., @512 BEA5 L 2B A L 4%,
P<0.05. @5 EEASALLAAR LLAE, P<0.05.

R6 IR (CAC) ML Clg/ MR IRSE R T HH 6
F1(CTRP)3,CTRPY 7K1 M A5 7K - B A 53 1

25 TC TG HDL-C LDL-C
CTRP3
rfH -0.451 -0.516 0.418 -0.217
PIE <0.001 <0.001 <0.001 0.178
CTRP9
rfH -0.442 -0.507 0.612 -0.275
P{E <0.001 <0.001 <0.001 0.216

TG =B, TC oA B E B, HDL-C b /= %% B IR 75 1
12 , LDL-C. Ay fFG 2880 M 25, 1 L[ e

27 ®MCACRKEMZEEREDT IEEECAC
YR F A5, CTRP3 .CTRP9 . TG .\ TC \HDL-C } LDL-
CIKF-h A AR &, 1T 2 P K logistic M 734, 25 5
278 CTRP3,CTRP9 . HDL-C J& 5 i CAC 1 {447
%, TC. TG .LDL-C /K -2 50 CAC &A= 1 fa i A
. WET.
3 iTig

CAC 2 I 55 A i — i, 245 Eh 78 5 IR 20 Jhk B
R S BRI E | CACS B4 =5 ) R 3 hkopk
ZE TN, LA R G R R R A T, B i, A R
24 M I A AR B, S AN R0 I S5
AR, BHAT, FRED M PR IET R,
BT BIR BB TR0 40% LA b, H R R ABET R
WHERFEE B I, 1M CAC 1 A 56 1R 3l ik A Ak 95 25 A
AR, RO LA 0 1 e A LA o I TR AN
H A R 0 FH R sl ik CT | ifi 787 P 75 a8 et iR 2

AT Wald

- B  SEfH e P{E ORMH 95%CI
CTRP3  -0.368 0.142 671 0.001 0.692 0.485~0.988
CTRP9  -0.588 0.258 520 0.000 0.555 0.333~0.926
TG 0.377 0221 292 0.011 1459 1.134~1.876
TC 0.454 0277 2.68 0.004 1574 1.246~1.988
HDL-C  -0.577 0.342 285 0.015 0.561 0.377~0.836
LDL-C 0.515 0.284 329 0.000 1.674 1.312~2.137

TE: CTRP3 2 Clq/FRIIRSE R FHIDCH 14 3, CTRPO Sy C 1o/
WA FAEOCEE T 9, TG 2 =B, TC o SR [E FE , HDL-C k51 %%
NG AR 11 ELE I, LDL-C A Ik 5 B M 2 1 [

Jok 55 B 5 S A% 2F T BETIUIN CAC & A I 1 B 45
AR B, — SO S0 2 A [ A EL A J000 0 0 2 S
AR R X HL & g L R R e PR R AT B, CAC 1)
RN 2% Bl g, ok A 5 ol ks A 1 Ak
B AR OG , HLH kAR 32 AT A DR A LA
M A e Ak

CTRP3 7E G i O U | I 78 V- ¥ L A0 i 5 22 Fob
Y ZURZ0 L b A 23k BE IR IO WLET i 4L L il 4
B s R, R W, CTRP3 it #1% ROS-
ERK1/2-Runx2 {5 53 i, LA HbrEYFRIE , B
R4 2 U Rk, 101 1 AT T LA by i & 3R 7Y
e i L L O AT v o | K= AR | S q R s
RIL, CACHE AT CTRP3 /KK 5 ik 3 ik 454k
AH U AT TR, 0 22 S RS 12 8 S IR PR 3
h CTRP3 7K-F- 7] g A Be A 2 1L 45 85 Ak #B 2 CTRP3
kK", CTRPY W] 5@ 32 4755 AdipoR 1/AMPK/
eNOS/NO {5 53 [ , U0 4% 18 1 7 , 5038 P Bz 400
ihe , £ i 3 3 Ik i 48 ) Rz 7 AR NO 5 5 il 45 &
sk A0 ST o LA LR 5 R i A A A
IR, RIEPUS IR AL S A e BERE . R
T AT CTRPO & B, HAE TCRE AR 76 bR 3h Jik ok o s
A N LT HP % 28 3k B S G T {3 IR L A
CTRPY Al {E R R A2 Wi k45 ' . CTRP3.CTRP9 7£
P B A AR o AT T R R e S
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5 FEARBFFE R, CAC 4% AL CTRP3 .CTRPY
K- B ARG Tl BRE X BB A, L3k K3 Bl %5 CAC
20 N SR Bl ok S Ak R R B B R A 5 4R
CTRP3.CTRP9 5 CAC [ 5C R %Y1, bifi 45 %5 9 /™
1M T P8I 5 CTRP3 A %5 5 5 X 35 (W58 4 T
25 5%, T RESE: 1 TR0 T 38 18 6T HE ZH R e o i bR 1
A et R 0 ke A N, AR A58 6] HE A A fi 5 A A
T BRI IR F I REAR IR AN K, 7 A 1 46
RAEIE N E MAEH545 TC. TG .LDL-C /K -1
B TF R, HDL-C 7K F- B 5 B AIR, L3 3k K- 2y b
CAC 4 N\ 3l ik 85 A0 75 BE %) o =0 i S5 28 )
PORIMASTESR TC . TG .LDL-C .HDL-C &5 CAC 44k
NHI SRS R, 5 3h ke bR B ARG . AH
M4 B 45 B R, CAC 40 9% A I i 7 CTRP3 .,
CTRP9 £ 35 7KF 5 TC . TG K0 k5%, 5
HDL-C 7K P-4 I i TF A0 G 5 22 P38 |13 40 i = 0
CTRP3,CTRP9 .HDL-C J& 52 i CAC A& A= i R 47
% ,TC. TG .LDL-C 7KV 34 & 52 M CAC A A= i s ; B
. ¥R CTRP3,CTRP9 5 #B 43 Ifil JE /K - 56 R %
Yl , ¥ k52 m CAC &AM R ZE T E ] 42
TR B Bk A5 Ak , RT3 G 9 s A e S Sk
HCAC KA K&,

2k LTk, CACJ% A UL ¥ CTRP3 ., CTRP9 /K-
T E, H 553 il A 48 BR KSR DG BE I, 0T BB AR
i R 7K V52 M S50 1 A e L o CAC & A B
PR, ATVEN CACH IR IZ W AR5 R 8510 1 B 1)
FIWAR I o (HABESEAETEA FE « FEAS TR0 /N, AT 3
—BYREEA
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Expression of CDH11 and its prognostic role in gastric cancer: analysis based on Oncomine
database mining
YU Chao,LI Sheng,ZENG Yongqin,CHENG Yuanguang,HE Lei
Author Affiliation:Department of Gastrointestinal Surgery,The Third Affiliated Hospital of Anhui Medical University
(The First People's Hospital of Hefei),Hefer,Anhui 230061,China

Abstract: Objective To study the expression and significance of Cadherinl1 (CDH11) in gastric cancer and explore the relation-
ship between its expression difference and prognosis.Methods The change of CDH11 expression in gastric cancer was explored by
Oncomine database. The judgment value of CDH11 for prognosis of gastric cancer was explored by online database and analysis tool-
"the KaplanMeier plotter" (KM plotter) database.Results Oncomine database contained 445 studies involved in different types of tu-
mors. Among 66 studies, the difference of CDH11 expression was statistically significant (P<0. 05), and 59 studies showed increased
expression of CDH11, 7 studies showed decreased expression of CDH11. A total of 85 studies, 8 data subsets involved the expression of
CDH11 in gastric cancer and normal tissues. A total of 478 samples showed that the expression of CDH11 in gastric cancer was signifi-
cantly higher than that in normal tissues. In addition, analysis of KM plotter database showed the level of CDH11 was negatively corre-
lated with overall survival in gastric cancer patients.Conclusion Compare with normal tissue, the level of CDH11 expression is signif-
icantly higher in gastric cancer, and it was correlated with the prognosis of gastric cancer. CDH11 may be clinically used as an impor-
tant target of medication for gastric cancer.

Key words: Cadherins; Stomach neoplasms; Oncomine database; Cadherinll; Kaplan-Meier plotter database
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Chen Gastric, Mol Biol Cell, 2003 Cui Gastric, Nucleic Acids Res, 2011

2. Gastric Intestinal Type Adenocarcinoma vs. 6. Gastric Intestinal Type Adenocarcinoma vs.
Normal Mormal
Chen Gastric, Mol Biol Cell, 2003 DErrico Gastric, Eur J Cancer, 2009

3. Gastric Mixed Adenocarcinoma vs. Normal 7. Gastric Mixed Adenocarcinoma vs. Normal
Chen Gastric, Mol Biol Cell, 2003 DErrico Gastric, Eur J Cancer, 2009

4. Diffuse Gastric Adenocarcinoma vs. Normal 8. Gastric Cancer vs. Normal
Cho Gastric, Clin Cancer Res, 2011 Wang Gastric, Med Oncol, 2010
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