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HWE. BE  4FUNRNA-377(miR-377) 8/ RNA-31(miR-31) 78 485 P s 135 P A 2605 K 5 T il e AR ek, 5
R OBEI20164E 5 A F 20194F 6 A TR — i BEBEGA HY 110 B AEHE I A RIS 20, Hovb i 5h30] 69 1) 22 i dh] 41
5], i) S 32 R[] B A A ) i 2 B 60 191 g %o HRZH 5 K qRT-PCR ¥EAG M 1L % miR-377 .miR-31 Ykt 5 M4 28 ik F P14
76 N3N miR-377 {K #3520 53 (9] . miR-377 7 63k 20 57 ] .miR-31 {K #3520 57 9] .miR-31 75 3384 53401, LA 20 M miR-377 .
miR-31 K ik it 5 WHEHEKE (EC) (LR (SB) AT (BL) JHALER R (PS) /MZ TR (CD) AT (EMB) | % 3Kk 11
(SP) HUFIE (BD) (FLAF B (LC) \ EAF B (ES) JECR (W AHSCHM: ;R F ELISA YA L7 1 AN -34(1L-34) .C KW I (CRP) 1)
IR s SR FH LA 27 R G AG I 15 R4 2R I (PCT) BY 7K 5 SR H Pearson #:3 M miR-377 .miR-31 6351 5 1L-34 .CRP . PCT 7K
M, SR S5X A R, WP 4T miR-377 .miR-31 B8 7K P B & THE [ (0.96+0.16) H(2.23+0.50) . (0.97+0.24) H
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Abstract: Objective To investigate the expression of microRNA-377 (miR-377) and miR-31 in the serum of inflammatory bowel
disease (IBD) patients and their correlation with intestinal flora.Methods A total of 110 patients with IBD admitted to the First Cen-
tral Hospital of Baoding from May 2016 to June 2019 were selected as the research group, including 69 patients in the active period
and 41 in the remission period, and 60 healthy volunteers who underwent physical examination in the same hospital were selected as
the control group. qRT-PCR was used to detect the expression levels of serum miR-377 and miR-31. According to the average expres-
sion level, the patients were divided into 53 cases in the miR-377 low expression group, 57 cases in the miR-377 high expression
group, 57 cases in the miR-31 low expression group, and 53 cases in the miR-31 high expression group. Analyze the correlations be-
tween the levels of miR-377 and miR-31 and intestinal flora [Enterococcus (EC), Yeast (SB), Bifidobacterium (BL), Peptococcus (PS),
Clostridium minor (CD), Enterobacter (EMB), Staphylococcus (SP), Bacteroides (BD), Lactobacillus (L.C) and Eubacterium (ES)]. The
levels of serum interleukin-34 (I1.-34) and C-reactive protein (CRP) were detected by enzyme-linked immunosorbent assay (ELISA).
The electrochemiluminescence method was used to detect the level of serum procalcitonin (PCT). The Pearson method was used to ana-

lyze the correlation between the expression levels of miR-377 and miR-31 and the levels of 1L.-34, CRP and PCT.Results Compared
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with the control group, the expression levels of miR-377 and miR-31 in the serum of the study group were significantly increased [(0.96+
0.16) vs. (2.23+0.50), (0.97+0.24) vs. (2.39+0.41), (P < 0.05) |, the active period was significantly higher than the remission period [(1.70+
0.26) vs. (2.54+0.30), (2.02+0.19) vs. (2.61+0.34), (P < 0.05)], and the levels of serum IL-34, CRP, PCT were significantly increased (P<
0.05). miR-377 was positively correlated with 1L.-34, CRP and PCT levels (r=0.99, 0.50, 0.86, P<0.001). The expression level of miR-31
was positively correlated with the levels of [L-34, CRP and PCT (r = 0.95, 0.64, 0.85, P < 0.001). Compared with the miR-377 low expres-
sion group, the number of SB, BL, LC, EC, BD, PS, and SC in the miR-377 high expression group were significantly increased (P < 0.05),
and the number of ES was significantly decreased(P < 0.05). Compared with the miR-31 low expression group, the number of SB, BL, LC,
EC, BD, PS, and SC in the miR-31 high expression group was significantly increased (P < 0.05), and the number of ES was significantly

decreased (P<0.05).Conclusion The expression levels of miR-377 and miR-31 in the serum of IBD patients were increased, and both

were related to the inflammatory response and intestinal flora.
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377 5 1L-34 5 IFEAH 54 (r=0.99, P<0.001) ,miR-377 5
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SB 1.52+0.21 2.63+0.18 29.83,<0.001 1.42+0.15 2.42+0.11 39.62,<0.001
BL 3.25+0.42 5.26+0.23 31.42,<0.001 3.16+0.20 4.96+0.18 49.48,<0.001
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