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WE: BHH  EEIRR RNA PUEREE [ 526 B (cireM Y LK) X 45 17 8 AN 58 248 AR 22 A052 m Rl BEAL . F7ik AR
58 2019 4E 3 7 T 2020 4F 1 H #E47 . 5209896 52 Hik PCR (RT-qPCR) K6 0 AS: T 1F 3 25 1 - Bz 410 i (NCM460) i1 45 17 9 20 Jfd
(SW480,SW620, Caco-2) 11 cireMYLK Fil4# /N RNA-497-5p (miR-497-5p) F ik /Ko K cireMYLK 7 T3 RNA (si-cireMYLK) |
miR-497-5p AL 53 3% G SWAB0 2t i , 5 FH 4 M 3+ 40057 £ (CCK-8) \ Transwell S2580 73 A T4 cireM YLK 848 %234 miR-
497-5p Xt SW480 434 58 TR AR 2RI S2MA o BL2e 28 Tl i 75 BE R 5286 1 RT-qPCR 1 22 cireMY LK X} miR-497-5p (1) A 4F
M. &R 5 NCM460 4 Hb A, 45 e A cireM YLK 35 (1.0020.06 [ 3.39+0.23 ,2.31+0.24,2.98+0.18) it} Z F = , miR-
497-5p 14 (1.000.08 Lt 0.36+0.04,0.63+0.05 ,0.54+0.05) {2 F P AL (P<0.05) . T4 cireMYLK 335 J5 SW480  4fi it i ) \iT %%
FIMZ 22 AN AL 8 3 PRI (P<0.05) o 18 3K miR-497-5p J&i SW480 4L 7 71 X MR 22 40 M A0 35 %MK (P<0.05) o cireMYLK
A ] B PR miR-497-5p ik o M| miR-497-5p FIEREMS W0 55 T cireM Y LK XF SW480 41 i3 58 i B8 FNAZ 22 15 ), Pk 5L
IS 1 IR ZEHE 11 (P<0.05) . %518 S5 A0 cireMYLK 52 25 2635 , T4 cireM Y LK G 12 42 ) miR-497-5p GE& 0
il 55 e 2 M s 5 AR RS AR ZE .
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CircMYLK regulates the proliferation, migration and invasion of colon cancer cells
by targeting miR-497-5p
SONG Deshun,CHENG Hua
Author Affiliation:Department of Endoscopy, Qingdao Eighth People's Hospital, Qingdao, Shandong 266100, China

Abstract: Objective To explore the effect of circular RNA myosin light chain kinase (circMYLK) on the proliferation, migration
and invasion of colon cancer cells and its possible mechanism.Methods This study was conducted from March 2019 to January 2020.
Real-time fluorescence quantitative PCR (RT-qPCR) was used to detect the expression levels of circeMYLK and miR-497-5p in normal
colon epithelial cells (NCM460) and colon cancer cells (SW480, SW620, Caco-2). The circMYLK small interfering RNA (si-circMYLK)
and miR-497-5p mimics were transfected into SW480 cells, respectively. The cell counting kit (CCK-8) and Transwell experiments
were used to detect the effects of interfering with circMYLK or overexpressing miR-497-5p on proliferation, migration and invasion of
SW480 cells. The dual luciferase reporter gene experiment and RT-qPCR were used to determine the regulatory effect of circMYLK on
miR-497-5p.Results Compared with NCM460 cells, the expression of circeMYLK (1.00 + 0.06 vs. 3.39 + 0.23, 2.31 + 0.24, 2.98 +
0.18) in colon cancer cells was significantly increased, while the expression of miR-497-5p (1.00 + 0.08 vs. 0.36 + 0.04, 0.63 + 0.05,
0.54 + 0.05) was significantly reduced (P<0.05). After interfering with circMYLK expression, the cell viability, migration and invasion
cell numbers of SW480 were significantly reduced (P<0.05). After overexpression of miR-497-5p, the cell viability, migration and inva-
sion cell numbers of SW480 were significantly reduced (P<0.05). circMYLK could target and negatively regulate miR-497-5p expres-
sion. Inhibiting the expression of miR-497-5p could reverse the effect of interfering with circMYLK on the proliferation, migration and
invasion of SW480 cells, and restore cell viability, migration and invasion ability (P<0.05). Conclusions CircMYLK is highly ex-
pressed in colon cancer cells. Interfering with circMYLK can inhibit the proliferation, migration and invasion of colon cancer cells by
targeting miR-497-5p.

Key words: Myosin-light-chain kinase; Colonic neoplasms; miR-497-5p;  Proliferation; Migration; Invasion
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FARIBITRORAERALIT i 25, 52 R A% R A
E8 A%k ol N S i B 1) 7N 3 T AR ]
UL, ¥R 45 W o kR kR ) 4y AL SR BT IR
I SR 30 AE i B, 0T 45 e (A2 T IR T RN
J5 = XK, PR RNA (cireRNA, circular RNA) H
BAAS FLAT B DR VR 2 Y BE A mRINA AT AR 2 1] BT 322 1
o A £ B UEHE W, cireRNA 5 A 2850 0
HORIRAE S R B Y, th T HAME R, cireRNA HAT
WA AR bR B ER Y. BFSE R, cireRNA LK
HH SR Eﬁ(myosin light chain kinase, MYLK)7E
G R v S 2 R O R A R R B RS A
272, P2 IR AR (R BE I (cireMYLK) 1 B2 —
Pl LS, F 8 A & B, B/ RNA-497-5p
(miR-497-5p) 5 cireMY LK 775 FEIE H AMNE A7 85
miR-497-5p T # ik 56 75 45 i g vh R 538 T 9, E
miR-497-5p & ik #0 ill 2% i 9 vE ' o BRI, cire-
MY LK AE 54 1] miR-497-5p 2 55 45 iz 5 i & it o A
Ao I, F20194F 3 7 £ 2020 4F 1 H AW B
T R S 20 B S B 45 7R cire MY LK 7545 i 98 1 F0 1
FHAN O] REMLHI

1 #R5FE

1.1 KIeArRl 45w Al SW480.SW620 ., Caco-2
LR 1E 45 B b B2 40 i NCM460 I T v [ il g 55
YR O s RPMI-1640 K5 #7 3E  DMEM K5 32360 T
22 Gibeo A Fl 5 Jf AR I | 75 4 2 2 AL R
bR 3 E AW B A A Tagman miRNA 386 4% 5%
5 & TRIzol 1257 4 F 52 [& Invitrogen 23 A ; Prime-
Script RT reagent Kit .SYBR Green Master Mix Il Tk
i TaKaRa 4= 928 v 5 40 1+ 400070 £ (CCK-8) ik
PO ZEUTTE I (RIPA) 2% M . — s H iR (BCA)
TR A T R LR AE A F] 5 Transwell
/NS I R W T 5 ] BD 2 w1 5 e 5 200 i ) 40 4
H D1 (cyclinD1) B yg BEHUAR A il P21 B vg BEHTAA |
Yo PR L 5 4 Jm 2 1 I 2 (MMIP-2) B8 53 BB AR L S IR
MMP-9 B o BB AR | G Ul 1R Il 12 Jd S 13 ( GAP-
DH) B ow B PR | 1L 2P0 A 1oG W T 1 i ST
NI

1.2 Ak

121 @jesE s~ SW480.SW620, Caco-2 4 fifl 14K
H RPMI-1640 3% 52 FE £ 1735 47 , NCM460 4 il >k H
DMEM $5 3% J #4755 3% B A 35 5% 2 b 24740 58 10%
G 4R 103 L 100 U/mL A9 75 %5 3 1100 pg/mL 4%
TR HAMEAK RICA B 80% I, 4 i 1:4 Lh i
AT AL

1.2.2 % B % & & & PCR (RT-qPCR) #& M circ-
MYLK #= miR-497-5p % i R F TRIzol iz 7] 53 5

2 B NCM460 ., SW480 ., SW620., Caco-2 4 fid i i
RNA. H Tagman miRNA 3% %% s8] S06F miRNA §%
f£. 4 ¢cDNA. I3 U/mg RNase R T 37 C&UTFHHE
S RNA 15 min, F| ] PrimeScript RT reagent Kit
mRNA #4625 ¢cDNA, DL cDNA Jg " 3445 4% , F1
SYBR Green Master Mix #f 17 RT-qPCR ¥ #4 . DA
GAPDH U6 NS REEE , 2743 HT cireMY LK 11
miR-497-5p [ A% R IKIK - cireMYLK 1E 7] 54
FF %1 5° -CAATCTTCTTATGCGGCGG-3" , K [i] 51 ¥
J¥ %1 5° -GTACCGGCGCAGTCAGG-3" ; miR-497-5p
1E 16 51 ¥ ¥ 51 57 -AGCGAAGTTTTGAGCCGATC-
GGGC-3", L 1 5 ¥ /¥ 51 5 -GCCCTGAGTCAGAG-
GTGGT-3" ; GAPDH IE 1] 5] ¥ ¥ %11 5" -ATCCAC-
GGGAGAGCGACAT-3" , & [ 5| 4 J¥ %1 5° -CAGCT-
GCTTGTAAAGTGGAC-3" ; U6 1E [6] 51 W1 %1 57 -
ACAGATCTGTCGGTGTGGCAC-3" , i [i] 5| ¥ ¥ 1)
5’-GGCCCCGGATTATCCGACATTC-3

1.2.3 wmfasb g mpnim IR 2x10° ALY %
JEE X B0 SW480 21 it 42 6 FL AR , >4 41 il 50% 1
B B B A AN O I B AR AT A M g . B R
50 pmol [1) £F % Y 4y B PE X B] (si-NC) | T4 cire-
MYLK (si-cireMYLK) . i 3 35 % #8 (miR-NC) . miR-
497-5p 15 1 ¥ (miR-497-5p mimics) . T L cire-
MY LK+310 i 4 % B& (si-cireMYLK+anti-miR-NC) .
. cireMYLK+ miR-497-5p 41 ] #) (si-cireM Y LK +an-
ti-miR-497-5p) 538 1 G ML 3 55 2 R TR A, B A
R 25 pl, i IR AW Ao HU 1 wL Y Lipo-
fectamine 3000 5 24 L JCIMLIE 15 73RS, 10 MR
HEYIB. FWEEES minJ5 KR AW A MZ Y B
REWAIEHREY Co BIRAY CImAR 41
TEABE R 50% M85 3R 3, 6 b 5 4 A 75 1L 1 4%
Ik i gL A8 h B LA AL , RT-qPCR I 7 4% YL 2k
e ey IR R R

1.2.4 CCK-8:k#mlzafe & H I 5x10° /ALY
5 25 T G 2L 40 42 b 96 FLAL , FE BT 77 24 h 48
h 72 h 25 B — M 4, 4% B8 10 wL/AL A CCK-
I, WEEMEE 1 h T, >R B AR AN 2 20 B 7
450 nm &b A6 5 B (optical density , OD){E LA Sz B4
I P S L 1

1.2.5 Transwell 5% B 4 0 29 fL it 45 fode 2 48 A
T S I B 200 L JIG I 75 15 35 9080 B 114 4% 20 40
M B (2%x10°4~/Z T ) I A &) Transwell | ==, B
600 L % 10% Jif 4 I35 A 35 F2 O A 2 24 FLF %
YRtk . 37 CHFE 24 W, AR E sk
TN, FH 19 22 5 P RE [ e 22 % E, 0.5% 45 i
YL th SR G TR G WA T BN B A IR T
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BORIHA IR, U B R T R an o B, 12785
B0 B >R FH TR A B8 0 I 9 Transwell /NE, H 20 B8 ]
1.2.6 & & Ji 97 iZ % (Western blotting) #& ] Cy-
clinD1,P21 MMP-2 4= MMP-9 & & % A KF Rl
T S DT VE 10 2% v B U R 1, BCA B 1 4%
Fril il e E | AWk E ., oS EEAEmSE T2
ot 5T TR M - 2R VAT s Tk Y R G FRL UK A B S, e A% )
PVDF B o H 5% 41 A A =R E KL h
5 R TRBN —huAm b 4 CE L, A
P B —HU =B E 1 he AR KO8 ik
M &P T B Y. UL GAPDH N2, H Bio-
Rad Quantity One {4520 #7 X BN 85 71 455 3547 K
FE53HT o

1.2.7 MR EEBERE R %3 Starbase BUHE %
TELR 3BT SR cireMYLK 5 miR-497-5p £ 15 i 4L 1.
ANGE AT L B A miR-497-5p T 45 4 47 s 5%
T 25 A A 95, 58 75 Fe 81 ) cireMY LK 52 % 21| pGL3-
REPORT X% G & B M oy, AR 45 9 R Wi 1 ik
AR WT-cireMYLK 1 MUT-cireMYLK ., X Lipo-
fectamine 3000 1 A % Y& 3 57 , Bf WT-cireMYLK F
MUT-cireMYLK 43 51 5 miR-497-5p mimics % miR-
NC % G 31 SW480 i ffurhr . 15 5% 48 h J5 W A 4 i
it FH RS S 28 i A 3k PR 2R 490 I 2 D' R I
J i 5E cireMYLK % miR-497-5p 2% ik A4 8 £ 76 1
% peDNA  pcDNA-cireMYLK | si-NC , si-cireMYLK 43+
S e SWAS0 2 it , % Yk 48 h B, K il 45 41 41 g
miR-497-5p BYARXF kK-

1.3 SFirZFEHE RASPSS 19.0 T4 10 #r .
R E 3N PATEE, A 3K THE PR 2
IEAMAT 25+ s BRFR, RAKGR
A2 [R) 22 5 5 SR BRI 3R 7 2243 BT LU 3R 22 4 ) 2
5, it —2 2 LR SNK-¢ K256 . P<0.05 22
SAZFE .

2 #R

2.1 circMYLK #1 miR-497-5p 7£ %5 B7 J% 20 Bt b &9
Rk 459 400 SW480,SW620 ., Caco-2 I cire-

MY LK 23R8 50E % 25 14 1 5z 40 NCM460 I & Tt =
(P<0.05) , miR-497-5p & ik 5 NCM460 41 g . 3 %
IR (P<0.05) . UWL.3% 1. ¥EPESWAS0 4f it E 17 )5 &
5E .

R1  cireMYLK FlmiR-497-5p AE45 EU R MM 1 (1) 2635/7 + 5

41 EIVCR/€ cireMYLK miR-497-5p
NCM460 9 1.00+0.06 1.00+0.08
SW480 9 3.39+0.23" 0.36+0.04"
SW620 9 2.31+0.24" 0.63+0.05"
Caco-2 9 2.98+0.18" 0.54+0.05"
B 268.92 201.12

PH <0.001 <0.001

s cireMYLK A JLER 2 11 42 65 A8 , miR-497-5p 7 /)N RNA-
497-5p.

D5 NCM460 4 ifg L%, P<0.05

2.2 F# cireMYLK 3R 3& Xt SW480 40 f 18 58 | 1T
BMEBEHEI  si-cireMYLK 41 SW480 41 iy circ-
MYLK (%2635 7K P45 si-NC 41 i Z A% (1=18.44, P <
0.05) , F B #5 UL si-cireMYLK J5 SW480 4il it ' circ-
MYLK % ik 52 2| #0 #] o T 0 cireMYLK 3% 35 J5
SW480 4l ifd OD,;, i AT #% F112 22 4 it 45 . CyclinD1 .
MMP-2 Fil MMP-9 4 [ 3% ik b 2 B (% (¢:=18.97,
13.76,15.02,17.73,21.73,31.62, P<0.05) , P21 & M
ik B ETHE (1=24.15,P<0.05), WLF2.

2.3 miR-497-5p 3T T ik 3 SW480 4 f 1858 . E %
FMEBEBZIM  miR-497-5p 20 SW480 4 fitl ' miR-
497-5p Fe ik K5 miR-NC 2H i T+ 5 (P<0.05) , i
] %% ¢ miR-497-5p mimics i SW480 4 Jfl rf miR-
497-5p F ik 15 B M . i & X miR-497-5p 5
SW480 4l fifd OD,;, i i #% F1{2 22 4 i 45 . CyclinD1 .
MMP-2 Fll MMP-9 2 [ 3R ik i E R AL (1=17.54,8.78,
13.17,18.34,17.49,18.60, P<0.05) , P21 7 1 ik i
EThE (1=22.14,P<0.05), WK 1,33,

24 circeMYLK #8 [q 73 £ miR-497-5p BJ & i%
StarBase £ 415 /22 76 £k 43 B 0.7, cireMYLK 5 miR-
497-5p FETE R BANAS G A0 A0, WK 20 WL ER
fiff 42 45 L 5 % 7~ , miR-497-5p mimics Fl1 WT-circ-

K2 T cireMYLK F35%F SW480 i 1 1458 T4 FIZ 22 A 40 /x + s

iy OD {& (450 nm) TR RZE4H CyclinD1 P21 MMP-2  MMP-9
e .. cireMYLK N - , , , ,

/S 24 h 48 h 72h B B EH HH A HH
si-NC 9  1.0020.06 0.41x0.04 0.77£0.06 1.31x0.11 95.52+7.89 77.24+7.01 0.73£0.07 0.15:0.02 0.63£0.05 0.59+0.03
si-cireMYLK 9 0.52+0.05 0.28+0.02 0.44+0.04 0.57+0.04 52.66+5.01 38.93+3.07 0.28+0.03 0.51+0.04 0.2420.02 0.21+0.02
i 18.44 8.72 13.73 18.97 13.76 15.02 17.73 24.15 21.73 31.62
PiH <0.001 <0.001 <0.001 <0.001 <0.001 <0.001 <0.001 <0.001 <0.001 <0.001

1 s cireMYLK 4 WUER 2 AR B0 , CyclinD 1 g 40 M5 2 (A D1, P21 g J& 1) 2 M0 - 16 577) , MMIP-2 Ay 355 5 4 J8 26 14 -2, MMP-9 iy

H e -9,
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6 7
5 - —
4 — —
3 - —
) - —
| -

T 1 -3- WL I S (GAPDH) 5 2— 3 i 42 ) 4K 11 -9
(MMP-9) ; 3—%E i 43 & 8% 11 -2 (MMP-2 ) 5 4—411 Jfa J 309 8% AR s vk
PRGN ) 1 (P21) 5 5— 40 M J& 185 1 D1(CyelinD1) ; 63 23k %¢
M (miR-NC) ;7—miR-497-5p U4 (miR-497-5p)

Bl 1 miR-497-5p it F3k %t SW480 0I5 A% FZ 2 M 4K 1
FEIRMFL

WT-circMYLK 5" gagggCAAGAAGCUGCUGCUc 3’
miR-497-5p ¥ uguuuGGUGl[JCACA(IJ(E/I-\CI)éAc 5

MUT-circMYLK 5 gagggAAGGCAGCGUACUAGc 3’
2 ciceMYLK 951 &4 5 miR-497-5p HAMYZ AT RT3

MY LK 5% 41 25 SW4AB0 24 Al ity AH T 2 't 2R s M4
miR-NC 1 WT-cireMYLK 3t 5% 9 21 & 25 B % (1=
26.71, P<0.05) ; Ifif miR-497-5p mimics Fll MUT-circ-
MY LK % YU 25 SW4A80 2t Al i AH X 8 ' R s M 5
miR-NC Fl MUT-cireMY LK $E4%6 YL 21 [b 55 To AR Ak (1=
0.98,P>0.05), W% 4.,

R4 BIOCRMHR G L R/x + 5

gl FEBE WT-cireMYLK MUT-cireMYLK
miR-NC 9 0.98+0.05 0.97+0.06
miR-497-5p 9 0.41+0.04 1.00+0.07
tfE 26.71 0.98

P{E <0.001 0.344

1 miR-NC it F6 5% B, miR-497-5p J914/N RNA-497-5p,

pecDNA-cireMYLK £ SW480 4ff ffd miR-497-5p
35 0.54+0.05 ¢ pcDNA 20 1.00+0.05 {3 [ AR (1=
19.52, P<0.05) ; si—cireMYLK £1 SW480 41 iy miR-
497-5p 3k 3.07+0.22 4% si-NC £H 0.98+0.09 i & Tt
1 (1=26.38, P<0.05) ; VU 41 & /& SW480 41 Jifd miR—
497-5p Fih H AL F=754.12,P<0.001
2.5 #P#) miR-497-5p Rz FEHE T T circeMYLK

FIEXT SW4A80 A AaILsE ERBMEBEMIER si-
cireMYLK+anti-miR-497-5p £ SW480 il i miR-497-
S5p H 2% 35 8¢ si-cireM YLK+ anti-miR-NC 20 ' 2 5 AI%
(1=9.99, P<0.05) , 41 il OD,, i .iE 5% FI{Z 22 41 i %L
CyclinD1, MMP-2 il MMP-9 & H % ik % si-cire-
MY LK+anti-miR-NC 4 & & F+ & (1=15.38, 16.02,
14.32,18.01,20.80,23.30, P<0.05) , P21 & 4 F ik
si-cireMYLK+anti-miR-NC 4 . % [ A% (,=9.01, P <
0.05), WLKE3,%5,

6 7
S —
4 ——
3 a— —
D — _—

| -—

T+ 1—H e -3- Wi A S (GAPDH ) 52— i 42 J 2 11 -9
(MMP-9) ; 3— 3 [ 4 J 25 [ -2 (MMP-2) 5 4— 41 A J& 300 26 s ik
PG 1(P21) s S—4H M JE 3 & 11 D1(CyelinD1) ; 6— T4 cire-
MYLK+ 3] %] %7 %} B (si-cireMYLK+anti-miR-NC) ; 7— T 4 cire-
MY LK+ 14 mi R-497-5p(si-circMY LK+anti-miR-497-5p) o

B3 il miR-497-5p Rk 5 T T4 cireM Y LK &35 % SW480
ARG TE R R 2R G R TRk R

3 iFig

circRNA J& —Fl I PE RNA, 3 278 FLAZ G 5
Wik, S 5 RRL  fEME &R LR
RAEFEAEHT . AWFSE ST cireMYLK 7645
g8 T ML AR A R e ) i B AR T
L JEL B

cireMY LK 23455 Lk 8 11 2 e () 5 2531, %t
2 6B A A B B RN LR AR A A R I AR
FGER I, cireMY LK 75 22 F Ji g 2 i v A 4% 30 I -+
YEH . 140, cireMY LK 75 5 4 98 th 235 B, cir-
eMYLK 755 235 5 Jigg (A BHBE I 2 oy e B RS 25 119
TG AH 2, DLEBR cire MY LK RERZ il I 119 A K
M. cireMYLK 7E M % g v g5 52 26 2K B9, cire-
MY LK 55 2 35 12 1 D 66 s 400 B0 384 5 1 G 1/S 40 Jfa )
3 9 T A cire MY LK WU A5 A 2 B80T, It

£3  miR-497-5p i F LN SW4S0 4RI IETY TR AR LB IIFE M /x + s

iy} 0D {i(450 nm) TRAf 224 CyclinD1 MMP-2  MMP-9
Iy " miR-497-5p - ° ) 217K ] )

e 24h 48h 72h A~ A~ HEH HEH HEH
miR-NC 9 1.00+0.08  0.43+0.03 0.78+0.07 1.42+0.12 97.41+9.16 79.34+6.87 0.76+0.06 0.14+0.02 0.64+0.05 0.58+0.04
miR-497-5p 9 2.88+0.19  0.34+0.03 0.5120.04 0.66+0.05 64.58+6.48 43.56+4.39 0.35+0.03 0.47+0.04 0.30+0.03 0.27+0.03
tfE 27.36 6.36 10.05 17.54 8.78 13.17 18.34 22.14 17.49 18.60
Pl <0.001 <0.001 <0.001  <0.001 <0.001 <0.001 <0.001 <0.001 <0.001 0.000

1 miR-497-5p M {H/N RNA-497-5p, CyclinD 1 Jg 40 19135 14 D1, P21 Ay 20 A S5 30 2 9 000 1k S i 390 1, MMIP-2 g 35 i 4 ) 4 1 -2,

MMP-9 Jy 3L 5t 45 J 75 F -9
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R5 I miR-497-5p FRTHE T T cireMYLK 26354} SW480 41 i35 T M AR R IIVER/x +
iy 0D {5 (450 nm) TR (REEANM CyclinDl P21 MMP-2  MMP-9
i ~ miR-497-5p ; ;
WEL 24 h 48h B B~ EM s M HH

si-circeMYLK+anti-miR-NC 9
si-circMY LK+anti-miR-

1.00+0.09 0.27+0.03 0.43+0.04 0.56+0.04 50.74+3.44 37.69+3.73 0.27+0.03 0.53+0.05 0.22+0.02 0.20+0.02

9 0.64+0.06 0.39+0.03 0.66+0.04 1.16+0.11 86.52+5.75 67.81+5.09 0.62+0.05 0.34+0.02 0.53+0.04 0.48+0.03

497-5p
8 9.99 8.49 12.20 16.02 14.32 18.01 9.01 20.80 23.30
P{E <0.001 <0.001  <0.001  <0.001 <0.001 <0.001 <0.001  <0.001  <0.001  <0.001

7+ si-cireMYLK+anti-miR-NC 25 T4 cire MY LK+ ] 47 % B, si-cireMY LK+anti-miR-497-5p AT cire MY LK+ ] 41 miR-497-5p, Cy-
clinD1 2 RIUIER 11 D1, P21 Ay 240 0 J 1 85 1 AR ML BT #6700 1, MMIP-2 Sy i B 4 i 5 11 -2 , MIMIP-O g 5 53 Jed 4 P -9

A, HEBR cire MY LK 6 JH-44H ff 2 it ELAT S5 28 () 410 o]
ERN . SHMERFRE A, AHI T & BLZE 1 i 20
W cireMYLK 35 58 1E % 45 1 b 52 40 il NCM460 .
ETH i BN cireMY LK (55 2834 0] B85 45 s 240 B 114
S AT A K. RS g A ML SW480
I M B0, BE e si-cireMYLK T3 cireMYLK
A R AR SW480 4i i TG 1 iR RS R 28 RE ) .
P21 2 40 0 48 Bt 1) 70 e 8 4 PR, G5 2t 4 4 40 i
Jel B A e 0 it 0 1 LA BHLALE G 1/S 1A e VR T, i
CyclinD1 W2 5 G1/S WY ¥ i 17 & 44 M 33 7 1 1
WFEAEFE™ . MMP-2 F1 MMP-9 J2: — &4 i 5 1) 25
1T, JHLA o AR i A B A/ R SL RS RS i B 1 7 A
HERRIR IR e RS T R AR R AR AL,
T cireMYLK A FE{E CyclinD1 , MMP-2 F1 MMP-9
RAKOF $iE R P21 5k, SThRe M) & L X iE—
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41 it 96 T miR-497-5p Fik T, 1 ik miR-497-
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Surgical diagnosis and treatment of neonatal giant hepatic hemangioma
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Abstract: Objective To explore the experience of surgical diagnosis and treatment of neonatal giant hepatic hemangioma.Methods
Eight cases of neonatal hepatic giant hemangioma who were admitted and treated surgically in Shenzhen Children’s Hospital from 2014 to
2018 were retrospectively reviewed, and their clinical data and surgical treatment effects were analyzed.Results  The first symptoms of 8
neonates with hepatic hemangioma included abdominal mass and jaundice. One case was complicated with rupture and bleeding, 6 cases

with arteriovenous fistula and severe heart failure, 1 case with respiratory failure. Postpartum ultrasound and CT examination showed typi-



