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Mechanism of Menispermi Rhizoma in the treatment of ulcerative colitis

based on network pharmacology
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Abstract: Objective To explore the mechanism of Menispermi Rhizoma in the treatment of ulcerative colitis (UC).Methods The
parameters of Oral Bioavailability (OB), Drug-Like (DL) and corresponding targets were obtained by using TCSSP database, and the ac-
tive components were screened. UniProt database was used to find the official gene names of the component targets of Menispermi Rhi-
zoma, and GeneCards database was used to find the targets of UC, the intersection gene of the component target and the disease target
were obtained. Cytoscape 3.2.1 was used to construct a "drug-active ingredient-target'"network, construct a target protein interaction
network (PPI) using the STRING database. GO enrichment analysis and KEGG pathway annotation analysis were conducted using Da-
vid database.Results A total of 10 active components, 78 corresponding targets, 3982 UC related genes and 44 targets related to UC
in drug-component-target network were screened out. The PPI network contains 43 proteins. Protein Interaction Network analysis indi-
cated that UC might be related to IL6,TNF, MYC,CASP3, MAPK14, PTGS2, NOS3, ESR1, RELA and MMP2. In addition, GO enrich-
ment analysis and KEGG pathway enrichment showed that Menispermi Rhizoma could treat UC through biological processes such as
transcriptional regulation, cell proliferation and apoptosis regulation, signal transduction and drug response. TNF pathway, PI3K-Akt
pathway, T cell receptor signal pathway play a role in the treatment of UC.Conclusion Several components of Menispermi Rhizoma
act on multiple targets and pathways, and play a role in the treatment of UC.
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Effects of Zhuanggu Huoxue decoction on osteoarthritis:38 cases
WANG Xiuping,ZHANG Jing, WANG Tiantian
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Abstract: Objective To explore the effect of Zhuanggu Huoxue decoction on the expressions of serum basic fibroblast growth fac-
tor (bFGF), neutrophil macrophage colony stimulating factor (GM-CSF) and Lysholm knee joint score in patients with osteoarthritis.
Methods A total of 75 patients with osteoarthritis admitted to Luoyang Orthopedic-Traumatological Hospital of Henan Province from
January 2019 to January 2020 were selected.They were divided into control group (n=37) and study group (n=38) according to the ran-
dom number table. The control group was given "basic treatment+ibuprofen sustained-release capsule", and the study group was given
"Zhuanggu Huoxue decoction" on the basis of the control group for 4 weeks. The therapeutic effect, serum bFGF and GM-CSF expres-
sion levels, Lysholm knee joint score and bone metabolism index were compared between the two groups.Results The total effective
rate of the study group was higher than that of the control group, and the difference between the two groups was statistically significant
(92.11% vs. 72.97%,P<0.05). After treatment, the expression levels of serum bFGF and GM-CSF in the two groups were lower than
those before treatment (P<0.05), and the expression levels of serum bFGF [(1.38+0.33) ng/L vs. (2.43+0.62) ng/L.] and GM-CSF [(2.06+
0.65) ng/L vs. (3.35+1.07) ng/L] in the study group were lower than those in the control group (P<0.05). After treatment, the Lysholm



