2 % E 25 Anhui Medical and Pharmaceutical Journal 2023 May,27(5) - 859 -

S| AL IR, E8 -1, 5k SR B RE A 2R PR S W Ak SR () ). U 25,2023, 27(5) : 859-863.DOT : 10.3969/j.
issn.1009-6469.2023.05.003. :
OLRIR O

EFRAZFHERICERTE

SREIGL, S, AR
HF I W BEAKFE—GRESRE, LG KR 030000;
R EAKFHE—EREZKA, LG KR 030000
BATE A B, 2, EAEBEIN, Bt S, BFFE 7 14 B2 AR 5 5 A5 B , Email : ¢sp6688@sina.com

R WREPIZEND (MF) S5 WL A0 IS0 K20 T 40 MOt L0088 , i PR B2, L 0] Bz A 2 4 U Bl =2 A e P, DRI S 0192 W
BONWME, T R BUR IS BORE ) R AR TUS o SO IEAER [F N AR SCT MF B RSV B | S BE2H AL T 240 i ik PR o 4
Kl 7 ik RIS WL RNA (MicroRNA) LK B2 JIRFEAR -2 S5 T HE EHEA T B2, LA S g Wy, SRRy, st s -
KR URLLRE TN, Bk FEREAZERR;  i2Wr  HZUREL  Sdifl

Recent advances in mycosis fungoides early diagnosis
ZHANG Yuwei',GUO Shuping”,ZHANG Le'
Author Affiliations:'The First Clinical College,Shanxi Medical University, Taiyuan,Shanxi 030000, China;
*Department of Dermatology,the First Hospital of Shanxi Medical University, Taiyuan,
Shanxi 030000, China

Abstract: Mycosis fungoides (MF) is the most common type primary cutaneous T-cell lymphoma. Diagnosis of MF can be difficult
due to highly variable presentations and the sometimes nonspecific nature of histological findings in early stage.lt often lead to missed
diagnosis and to misdiagnosis, which have serious consequences.This review summarizes the recent research progress of MF's histopa-

thology,immunohistochemistry, T cell gene rearrangement detection method, early diagnosis algorithm, MicroRNA and skin imaging at

home and abroad, which have benefits for patients in terms of earlier-stage diagnosis,offerd timely treatment and improved quality of

life.
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Research progress on risk factors of diabetic retinopathy
XUE Shuo',MAO Yifan',WANG Chunfang’
Author Affiliations:'Graduate School,Shanxi Medical University, Taiyuan,Shanxi 030001, China;Department of
Ophthalmology,The First Hospital of Shanxi Medical University, Taiyuan,Shanxi 030001, China

Abstract:  Diabetic retinopathy (DR), as the abnormality of retinal microvascular or retinal neuropathy, is caused by hyperglycemia
and is one of the common chronic complications of diabetes. It has been the primary factor resulting in blinding eye disease in the work-
ing population. This article reviews the risk factors related to DR to avoid certain risks for diabetic patients, reduce the prevalence and
blindness rate of DR, and maintain the visual health and quality of life of diabetic patients.
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