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Abstract: Objective To study the effect of oxymatrine on the expression of inflammatory cytokine and intestinal flora in mice with
ulcerative colitis (UC).Methods A rat model of Dextran Sulfate Sodium Salt (DSS)-induced UC was established from January 2022 to
March 2022. Sixty C57BL/6 mice were divided into 6 groups according to the random number method: blank group, model group, 5-ami-
nosalicylic acid group (50 mg/kg), low dose group (50 mg/kg), medium dose group (100 mg/kg), and high dose group (200 mg/kg), 10 mg/
kg per group. The DAI value was calculated based on body weight, fecal characteristics and hematochezia of mice. The protein expres-
sions of 1L.-6, IL.-13 and TNF-a were determined. 16S rDNA was carried out to estimate the gut microbiota.Results ~Oxymatrine could
reduce DAI value and colonic histopathological score. The protein contents of 1L-6 in the blank, model, 5-aminosalicylic acid, oxyma-
trine low-dose, medium-dose and high-dose groups were (29.64+5.31) ng/g, (111.31+11.47) ng/g, (44.97+7.22) ng/g, (100.67+11.44) ng/
g, (74.12+6.55) ng/g, and (68.78+6.98) ng/g, respectively. The protein contents of IL-1 in the blank, model, 5-aminosalicylic acid, oxy-
matrine low-dose, medium-dose and high-dose groups were (34.58+3.45) ng/g, (198.14+18.80) ng/g, (60.25+6.13) ng/g, (162.72+15.20)
ng/g, (120.79+15.25) ng/g, and (88.42+10.01) ng/g, respectively. The protein contents of TNF-« in the blank, model, 5-aminosalicylic
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acid, oxymatrine low-dose, medium-dose and high-dose groups were (50.57+4.50) ng/g, (298.68+11.47) ng/g, (44.97+7.22) ng/g,
(100.67+11.44) ng/g, (74.12+6.55) ng/g, and (68.78+6.98) ng/g, respectively. The results of 16S rRNA indicated that DSS caused dis-
turbance of intestinal microflora and decreased its diversity. However, the diversity of gut microbiota was remarkably increased after
oxymatrine treatment. At the phylum level, the abundance of Actinobacteriota and the ratio of Firmicutes to Bacteroidetes were signifi-
cantly increased, and the abundance of Proteobacteria was obviously decreased. At the genus level, the abundances of Lactobacillus, Bi-
fidobactertum and Akkermansia were remarkably increased, and the abundances of Escherichia—Shigella, Desulfovibrio, Blautia, Para-

sutterella, Turicibacter and Bacteroides were significantly reduced.Conclusion  Oxymatrine could alleviate the symptoms of UC mice,

inhibit the expression of inflammatory factors and regulate the structure of gut microbiota.
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