% # B 25 Anhui Medical and Pharmaceutical Journal 2023 Jun,27(6) + 1239 -

Biomed Res Int, 2020, 2020: 7183629. DOI: 10.1155/2020/ methylation coregulate the CtBP-PCAF-c-MYC transcriptional
7183629. complex to activate the expression of a long non-coding RNA

[4] YU X, ZHENG H, TSE G, et al. CASC2: An emerging tumour- CASC2 in acute pancreatitis[.]]. Int J Biol Sei, 2020, 16(12):
suppressing long noncoding RNA in human cancers and melanoma 2116-2130.

[J/OL]. Cell Prolif, 2018, 51 (6) : e12506. DOI: 10.1111/ [13] ZHANG XL, ZHU HQ, ZHANG Y, et al. LncRNA CASC2 regu-

cpr.12506. lates high glucose-induced proliferation, extracellular matrix ac-

[5] ZHU LL, SHI DW, CAO JH, et al. LncRNA CASC2 alleviates cumulation and oxidative stress of human mesangial cells via miR-
sepsis-induced acute lung injury by regulating the miR-152-3p/ 133b/FOXP1 axis [J]. Eur Rev Med Pharmacol Sci, 2020, 24
PDK4 axis[J |. Immunol Invest, 2022, 51(5):1257-1271. (2):802-812.

[6] Ao LR o 2 RUF S, hARES S 22 R4 [14] LIU C, GUO X, BAI S, et al. IncRNA CASC2 downregulation
LBk, o EE Y2 L3 EAE E R4 . L EE PEIR participates in rheumatoid arthritis, and CASC2 overexpression
o URGLPEIR 50 ) 1236 T F IR (2015 MO [T]. i LRI, promotes the apoptosis of fibroblast-like synoviocytes by downreg-
2015, 53(8):576-580. ulating IL-17[J ]. Mol Med Rep, 2020, 21(5):2131-2137.

[7] HWAJA A. KDIGO clinical practice guidelines for acute kidney [15] WANG L, SU N, ZHANG Y, et al. Clinical significance of serum
injury[J ]. Nephron Clinical Practice, 2012, 120(4):C179-C184. IncRNA cancer susceptibility candidate 2 (CASC2) for chronic

[8] KNAUS WA, DRAPER EA, WAGNER DP, et al. APACHE I : renal failure in patients with type 2 diabetes[J]. Med Sci Monit,
a severily of disease classification system [J]. Crit Care Med, 2018, 24(1) :6079-6084.

1985,13(10) : 818-829. [16] WANG M, WEI J, SHANG F, et al Long non-coding RNA

(9] oAl skfR, 30, 55 . M3 miR-21-3p X Bk EEAE & LIF & CASC2 ameliorates sepsis-induced acute kidney injury by regulat-
2B BRI E L ] o E Y ARLRHE, 2020, 22(3) ing the miR-155 and NF-kB pathway [J]. Int J Mol Med, 2020,
269-273. 45(5) :1554-1562.

[10] ZHU D, WU X, XUE Q. Long non-coding RNA CASC2 restrains [17] HU QH, ZEN WW, ZHANG M, et al. Long non-coding RNA
high glucose-induced proliferation, inflammation and fibrosis in CASC2 overexpression ameliorates sepsis-associated acute kidney
human glomerular mesangial cells through mediating miR-135a- injury by regulating MiR-545-3p/PPARA axis [J]. J Surg Res,
5p/TIMP3 axis and JNK signaling [J]. Diabetol Metab Syndr, 2021, 265:223-232.

2021, 13(1):89. (18] SRk, WSCI , T34 IRERAE B ML IncRNA TFNG-AS1 1Y

[11] HANY, LIU Y, YANG C, et al. LncRNA CASC2 inhibits hypox- FeIk Rl R LT ). S BE 242435, 2020, 36(5) : 590-592.
ia-induced pulmonary artery smooth muscle cell proliferation and [19] R, ok e E, XU . LncRNA SNHG3 i i 18 % miR-410-3p
migration by regulating the miR-222/ING5 axis[J]. Cell Mol Biol XoF JH B0 U045 P9 R AR R A AT R () ] VS E R 2k
Lett, 2020, 25(1):21. ##%,2021,38(10):1921-1926.

[12] ZENG J, CHEN JY, MENG J, et al. Inflammation and DNA (ks H 391 2022-02-11, #8101 H 1 : 2022-03-30)

S| RARS AT, E R, 250 , 4 .CULA MG T 7 i RNA-589-5p 7125 EL I i 211 21 rh 218 5 66 R BRARIE B 75t
JERE R[] ZPEZ ,2023,27(6) : 1239-1244. DO : 10.3969/j.issn.1009-6469.2023.06.042. i
ClEREZEC

CUL4 M 1-7 . % RNA-589-5p {E45 Hpkadi girp
FER Sl AR PR S BRI £

ik, E e, 22500, TAE, i, 5%
VEE A, 2 TARERSE AMIITIM, B®E = 2721000

HE: BH oW B AL CULAMISERHE T 7(DCAFT) (i RNA-589-5p (miR-589-5p) Fik /K-, HIH T H 545 e
e ARG BRARAE L TR B B ik A 20184E 9 H E 20194F 9 A T AR ERATES B IA AR AY 78 6], SRS
¢ 1 PCR AR ZH 2 h miR-589-5p .DCAF7 mRNA ik /Ko S gl ALk f 40 2 DCAFT7 %3k . Spearman 7543 HT 40
21 miR-589-5p 5 DCAFT7 (AR o /38T miR-589-5p \DCAFT /K15 25 B 93 i RS PIAFAE A 56 2R o Kaplan-Meier %43 Hr 45

g 40 21 miR-589-5p . DCAF7 £k 5% AR Y56 5, ZIHE Cox MIEMHE LS R BUR N R, &R Ualcan 53 F
b 8 1 s 20 2L miR-589 2 1k /K A TR 25 40 41 (P<0.05) , DCAFT Fik KV 15 TG 5 141 (P<0.05) . SRS LIHI L, 45
Hs 401 DCAFT P 235 B DCAFT mRNA AHXF 235 7K - (2.79+0.84 11 1.02+0.31) 4 5 (P<0.05) , miR-589-5p A X # ik
7K (0.4420.09 [ 1.04+0.22) AR (P<0.05) o Spearman AH G/ HT i 755 , 4 21 miR-589-5p 5 DCAF7 357K 7 2 51 AH ¢ (P<
0.05). miR-589-5p . DCAF7 ¥ 5k LGS | e 1= i TR B AH 5CG (P<0.05) o Kaplan-Meier 7 il 7 , miR-589-5p i 2R 5 419 A
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YA TER E) 2 K T miR-589-5p Ik F A 45 EL 9% A (P<0.05) , DCAFT B #3480 A2 A= 17 ] 35K F DCAFT B %
KA (P<0.05) . ZHZE TR, WkELE5H 5458 .miR-589-5p K35 \DCAFT BHE SR 45 B A s AAS B 10U (940 57 15 16
H 2 (P<0.05) . 5 Control 41t , miR mimic 41 miR-589-5p #ik (2.58+0.32 H 1.02+0.12) .35 T 5 (P<0.05) , DCAF7 ik (0.37+
0.06 11 1.01+0.12) {22240 %1 (60.889.94 Lt 178.52+26.08) 4™ i F#AIL (P<0.05) ; 5 miR mimic 2t , miR mimic+pe-DCAF7 41
DCAF7 ik B2 ANEC TR (P<0.05) . 4518 45 EM 21 DCAFT 2 53K 35  miR-589-5p AR5, 545 B itk
ELEEHERS IR R R L RN RS A K
KEEWR: SiHHME; M RNA-589-5p;
i

CULA M 7(DCAFT) 5 Mg seRe s Mo, G AR ERAAE ;. A f7

The relationship between the expression of DCAF7 and miR-589-5p in colorectal cancer

and clinicopathological characteristics and prognosis
YANG Yang,WANG Gaobo,LI Wenqing, WANG Jia,YANG Bowei,MA Rong
Author Affiliation:Colorectal and Anal Surgery,Baoji People's Hospital, Baoji, Shaanxi 721000, China

Abstract: Objective To analyze the expression levels of DCAF7 and microRNA-589-5p (miR-589-5p) in colorectal cancer tissues,

and to explore their relationship with the clinicopathological characteristics and prognosis of colorectal cancer. Methods Seventy-
eight patients who underwent radical resection of colorectal cancer in Baoji People’s Hospital from September 2018 to September 2019
were enrolled. Real-time fluorescence quantitative PCR was used to detect the expression levels of miR-589-5p and DCAF7 mRNA in
the tissues. Immunohistochemical method was used to detect the expression of DCAF7 in the tissues. Spearman method was used to an-
alyze the correlation between tissue miR-589-5p and DCAF7. The relationship between miR-589-5p, DCAF7 levels and clinicopatho-
logical characteristics of colorectal cancer was analyzed. Kaplan-Meier method was used to analyze the relationship between the expres-
sion of miR-589-5p and DCAF7 in colorectal cancer tissues and the prognosis of patients, and multivariate Cox regression was used to
analyze the factors affecting the prognosis of colorectal cancer.Results In the Ualcan database, the expression level of miR-589 in co-
lon adenocarcinoma tissue was lower than that in adjacent tissues (P<0.05), and the expression level of DCAF7 was higher than that in
adjacent tissues (P<0.05). Compared with adjacent tissues, the positive expression rate of DCAF7 and the relative expression level of
DCAF7 mRNA (2.79+0.84 vs. 1.02+0.31) in colorectal cancer tissue were higher (P<0.05), and the relative expression level of miR-
589-5p (0.44+0.09 vs. 1.042£0.22) was lower (P<0.05). Spearman correlation analysis showed that the expression levels of miR-589-5p
and DCAF7 in tissues were negatively correlated (P<0.05). Both miR-589-5p and DCAF7 were related to lymph node metastasis and
the depth of tumor invasion (P<0.05). Kaplan-Meier method showed that the average survival time of patients in the miR-589-5p high
expression group was significantly longer than that in colorectal cancer patients with miR-589-5p low expression (P<0.05), the average
survival time of patients with negative expression of DCAF7 was significantly longer than that of patients with positive expression of
DCAF7 (P<0.05). Multivariate analysis showed that lymph node metastasis, low expression of miR-589-5p, and positive DCAF7 were
independent risk factors affecting the poor prognosis of patients with colorectal cancer (P<0.05). Compared with the control group, the
expression of miR-589-5p (2.58+0.32 vs. 1.02+0.12) in the miR mimic group was significantly increased (P<0.05), the expression of
DCAF7 (0.37+0.06 vs. 1.01+0.12) and the number of invasive cells (60.88+9.94 vs. 178.52+26.08) individual were significantly de-
creased (P<0.05); Compared with the miR mimic group, the expression of DCAF7 and the number of invasive cells were significantly in-
creased (P<0.05).Conclusion DCAF?7 is highly expressed in colorectal cancer tissues, and miR-589-5p is lowly expressed. They are
related to lymph node metastasis, depth of tumor invasion and poor prognosis in colorectal cancer.

Key words: Colorectal neoplasms; miR-589-5p; DCAF7; Neoplasm metastasis; Neoplasm invasiveness; Clinicopathological

characteristics;  Survival analysis

P S ERBAR ST, 2020 4F 45 E i i 4 8Kk
SRS 3, FET R SR A 2 . S EH
SRR RS = R WOBE S . FRAE R T
HOBR AT k2 45 B e N PG A AR . G
WFFE R, T RNA 5485 B i & A & e X BUq
FFAEH VI R, % RNA-589-5p (miR-589-5p) f]
PP A B g AT, He 258 /R , miR-
589-5p 1% & 1 {12 15 93 240 M 1) 384 FH AE S o Qian 55

AT R, CULA A G R 7(DCAFT) X % A% 1
A i A 2 W, ELX B 4B R A S 2
A RAF AR . 287 8 3 K5 & Target Scan Hu-
man [ 3 % B, miR-589-5p 5 DCAF7 ££ 1E 45 &
o AUFFTREUES B N T8 B e Xt 4, 1R
5% miR-589-5p \DCAF7 7E45 i hilfs R 7 o

1 #EREAHE

1.1 —fEEB 99 A 20184F9 F 2 20194E9 H T
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TGN R BEA T4 ARG AR 78 95 A, 4F
W7 Rl 32~73 % 4F 4 (53.29+11.61) %, F ¥ 46 ],
3241, TR AR v B U 55 A S A L R
M s R B IR 2 T %%>5 em, ZH 21 nPk
Jo AR VR o TNM 43 # 2: JRES 7 L (2010) 45 H
9 6 EDRIE BR A 2 512 (AJCC) A HibRvE™ . A
Pl - ARG bR A 200 B2 W R 45 B e s QR &
P2 E ;B RT 204 . HEBRbRE: @
B IFHAWGAE IR ; @ AR FT 552 2o g i ART ;3
HIF0 VB SEE LN OFELE A B Rk G
P o e N Bk HL I o T N R = AR AT A (il
SIS R SRS O AHOCEDR

1.2 %4 5 7 5% 4 4 F miR-589-5p, DCAF7
mRNA FiEKFE  f ] TRIzol iR 7] (b 50 7 W31
BHE AT R \)) $2 B 4] 418 RNA, H NanoDropND-
1000 43 %% B2 A% ( 26 [E NanoDrop Tech ] ) #6:11] RN A
A4l Kk B2 A8 Primescript RT Reagent Kit( H A<
TaKaRa 2\ A ) Ui W 43 S 5% 5% 459 3 54 DNA (¢DNA) .
K HH 7300 54 52 B 2 1 PCRAY (£ 1E ABIAA])
%F miR-589-5p .DCAF7 mRNA K N2 U6 B L& A
(B-actin) PEATH 44 2 7 o $8 MEGA ) S BH A5 ST
MARZR , BEHE 3R L. miR-589-5p . U654
M A T A R 24495 °C,3 min; 95 °C,30
5361 °C,305;72 °C,30 s;40 MEFF o S0 45 95 i
SRR, IE X T AS RO CouE AT oM, 2 kit
T miR-589-5p tHXf ik . IR 1.

1.3 REAKKRNEEREHALFDCAFIEGR
5 R A ALY vk K DCAFT SR ik .
I X6T R FH A B AR K B PR $h 2% v (PBS) o &5
FIE 2B N BV VA R B S0 45 SR L
SA G B A P AT 1150, DCAFT BHE 5 0 H PR
PR 0 AR AR, Fe Y R T o A (0
43 RE A (1 50) AR (257) AR e (347) . FH
PRI AT &5 5 FEPE4 : <10% 32 043, 119%~50% 11
158, 519%~75% 2 5%, >75% i1 3 4y . PR AT-4> Tfe
BUR LA 5Y , <2 o MRS, >2 4 I BAPER IR
14 PBEG MG EWER AT ARG REEDT
REDT 2 2021 529 A, S KBTI R] 3 4F, DA i el ]
BBl . 10 A A AEIT ], BRI 4R ¥4 7 31

Z PRATAAT S R 5 | 2 FE T A Bt ]

1.5 UalcanBIEE#RZE 7£ Ualcan 5095 5 (http://
ualcan.path.uab.edu) P K2 . 5 iE gene symbol 437
9 miR-589-5p . DCAF7, 4 %€ F TCGA %45 % 4 Co-
lon adenocarcinoma , 53 H1 miR-589-5p .DCAF7 ik .
1.6 #pEEIE

1.6.1 w45 EIE A (SW83T) K A4k
1% 1 K 4L NCM460 428 T35 1% Bi+10% JiG 4
L34 (FBS) () DMEM 35 F £, FLBE 77 TF 4
A B2 70%~80% it , 448 2~3 1R .

1.6.2 &4 K SW83T7 4 i $ Fh 3] 6 LAk
(2x10° AL I AE R FRAE R 3% 24 h ) A0 B 5
Control ZH \ mimic ZH . miR mimic 24 , miR mimic+pc-
NC 241, miR mimic+pc-DCAF7 41 , ffi ] Lipofectamine
™2000 A7 &5 43 51 mimic ,miR-589-5p mimic . pcD-
NA3.1.pcDNA3.1 DCAF7 % Y %8 45 41 SW837 4 ifd ,
48 h i , WU YL 0 L, S B 28 Y A it PCR 25 Kl
miR-589-5p .DCAF7 ik,

1.6.3 Transwell 5 3 # 0| SW837 #m it 12 £ 4k
BU“1.6.27 )7 ¥ R Y 45 21 SW83T 4, Transwell /N2
= Matrigel BBt 15, W HC 200 L 40 Jfd A4 0 1
A Transwell /N%E FZE N, FEIRM 500 pL B FE3E,
BEFRHE W RS 37 48 h 5 R R IR SW837 4 it
Jo K B [ 2 (15 min) 5 2F 47 45 & 45 4L 0 (25
min) , 7E4% N REALIESE 5 N IUET TR 22 40 ik
1.6.4 A& b & B4R % K B miR-589-5p.
DCAF7 #9%26 % % i TargetScanHuman [ ¥ 15
I miR-589-5p 5 DCAF7 Ay 45 & 7 45 5 9718 5 miR-
589-5p 54 (I DCAF7 3° UTR F Bt , 5 pmirGLO 2 A
% 4K 7 pmirGLO-DCAF7-wt B A4 #4844 ; fdi ] &
MR ARG G A R BR A W E pmirGLO-
DCAF7-mut 5878 BUZLAA . K SW837 41 il 4324 pmir-
GLO-DCAF7-wt+miR-589-5p mimic 41 . pmirGLO-
DCAF7-wt+mimic NC 4 . pmirGLO-DCAF7-mut+miR-
589-5p mimic ZH . pmirGLO-DCAF7-mut+mimic NC
4, ¥ pmirGLO-DCAF7-wt, pmirG LO-DCAF7-mut ,
mimic NC . miR-589-5p mimic 43 %I %% Y %5 SW837 2
L, 24 h e ARSIV B R s Kk R A, TS A
JGER G

R EMFOLE B PCRIESIWFFS

B 1E 18514 5'-3' BG4 5-3'
DCAF7 GCAGAAACACCTTTGACCAC GATTCACTCGCCCTAACACC
B-actin CACGATCGAGGCCGACTATC TAATGACGAGATGCAACAGT
i RNA-589-5p GTCGTATGCTAGCGTGCTTG CAAATATCCGCCCAGTATTG
U6 GCGCGTCGTGAAGCGTTC GTGCAGGGTCCGAGGT

1 :DCAF7 2 CUL4 A T 7, B-actin A B LS A .
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1.7 SitZHiE RN SPSS 25.0 X 8 # 17
S3HT, TR R (miR-589-5p AR A 25 ) LU x + 5
TR, 2 8] e BCR T 7 2250 B, 2R (8] L85k
ST A e R, THECPORH(DCAFT 25 T3R8 ) 5]
(%), K x> K5 . Spearman 4 73 #T1 73 #1 41
miR-589-5p 5 DCAF7 (i AHCH: . K Kaplan-Meier
B4 H R 4140 miR-589-5p \DCAF7 1Kk 5%
NG B9 5 2 AT log-rank K56 3 22 K 2% Cox 71943

Mr s m 48 H I 5 B 2 . P<0.05 M 2R A 4t
eS8
2 HR

21 Ualcan B IEEPEPFEEARMEZHLR
miR-589-5p . DCAF7 RikKFELLE  Ualcan B4
45 i IR 2 20 miR-589-5p 2 3A K -k TR 57
HLU(P<0.001) 5 25 1 it i H 4L DCAFT R 3K 7K 155
THEEH4U(P<0.001), WLIK1,2,

2.2 miR-589-5p . DCAF7T E L EFEHLE LRE
BT 55441 DCAFT P 32 35 % 12.82%
(10/78) #H HL , 4% L 9 4 40 DCAFT PHME R B &
62.82 (49/78) A Xf & 1k 7K F #8¢ & (y’=41.46, P<
0.001) . S¥EosH 8t L, 45 E 4141 DCAF7
mRNA % 22 35 7K F- %5 55 (P<0.05) , miR-589-5p #H

Kt F IR AL (P<0.05) , W3R 2.

F2 miR-589-5p 1E45 B 4l UM 55 4H AR R 7k K

H/x + s
20 31 FEXE  miR-589-5p/U6  DCAF7 mRNA
BRIl LN 78 0.44+0.09 2.79+0.84
FaSrA 4 78 1.0420.22 1.02+0.31
i 22.29 17.46
PiH <0.001 <0.001

1 . miR-589-5p J{# RNA-589-5p, DCAF7 2y CUL4 HH &R T 7,

2.3 45 H 7 E JE A 22 miR-589-5p #1 DCAF7 & i%
KERHEEME B IE miR-589-5p F 1 {H (0.44)
W 45 W e 1 25 S v ARGk 4 36 i (L h
DCAF7 BHPE R A 12 6], B P23k 24 1)) IR 3k
20 3 42 5] (Hovh DCAFT7 BHE 523k 37 441, BA I 26
ik 5 f] ) , 24 Spearman A 5 43 #7278, 4H 4
miR-589-5p 5 DCAF7 % ik /K °F 2 i A % (r=
-0.56, P<0.05) .

2.4 miR-589-5p.DCAF7 RiZE5&EHER AL
KREFMEMXZR  WE SR IR miR-589-5p.
DCAF7 ¥ 5tk UL 25 5% % | i 8 42 3 % B85 A G (P<
0.05) , 5 A AEWS AR5 TNM 43351 g K42 2 41
SRR TIC I (P>0.05) . PRI 3,

3 miR-589-5p . DCAF7 335 545 8 i AR SRR 1) G 2R /451 (% )

PRSI el VI Pl peAt vl P
E ekl (n=36) R4 (n=42) FE: (n=49) B (n=29)

AFi 0.97 0.325 023 0.633

<60 % 22(51.16) 21(48.84) 26(60.47) 17(39.53)

=60 % 14(40.00) 21(60.00) 23(65.71) 12(34.29)

PE 51 1.06  0.303 1.00 0317

5 19(41.30) 27(58.70) 31(67.39) 15(32.61)

7 17(53.13) 15(46.87) 18(56.25) 14(43.75)

Jibpg 142 0.40  0.528 0.08 0772

<5cem 18(50.00) 18(50.00) 22(61.11) 14(38.89)

>5 cm 18(42.86) 24(57.14) 27(64.29) 15(35.71)

TNM 431 1.96 0.162 0.68  0.410

[~ 22(53.66) 19(46.34) 24(58.54) 17(41.46)

I 14(37.84) 23(62.16) 25(67.57) 12(32.43)

HEVME L 0.75  0.387 0.18  0.667

kst 5(35.71) 9(64.29) 10(71.42) 4(28.57)

L har ik 31(48.44) 33(51.56) 39(60.94) 25(39.06)

A5 745  0.006 8.78  0.003

T 28(58.33) 20(41.67) 24(50.00) 24(50.00)

e 8(26.67) 22(73.33) 25(83.33) 5(16.67)

e i R 1 9.65  0.002 6.87  0.009

T1~T2 21(64.74) 10(32.26) 14(45.16) 17(54.84)

T3~T4 15(31.91) 32(68.09) 35(74.47) 12(25.53)

1 : miR-589-5p M {# RNA-589-5p, DCAF7 gy CUL4 A3 H -7,
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2.5 miR-589-5p . DCAF7 Rz 5 & HFERHR AR
JEMIEX R Kaplan-Meier i i /R miR-589-5p =) ik
ZH A= A7 I TA] R (32.06+1.30) 4 A, 2 # K T miR-
589-5p ik KA 45 H i N (24.25+1.73) 41, log
Rank K46 , x>=10.55, P=0.001., DCAF7 Btk ik E
FERFR] S (31.51+1.55) 1 A, 3 K T DCAF7 [H
(25.52+1.59) 4~ H , Log Rank & 4 , x*=6.22, P=
0.013. WK 3,

26 EMEEMERATRHERSH HHER
ST IR iR I TR b L 4554 F% \miR-589-5p
DCAF7 ¥ J2& 52 W 25 B 968 s AN R FJ5 i A e A
R, R4, ZHRRSIEERY kL5 (Teke %/
H R ) HR & H 95%CI } 1.80 (1.10, 2.96) (P=
0.020) \miR-589-5p (& FKIkNKFIE) HR N H 95%ClI
4 1.92(1.26,2.93) (P=0.003) .DCAF7 ( [ ¥E/BH 1)
HR K H:95%CI 9 1.80(1.20,2.81) (P=0.005 ) S 5 i)
25 AR AN R TS S AR A 2R (P<0.05) o

T4 NS R A TS R fE R 2R 5
- BNy
HR1Y 95%CI PAH

AFE (<60 4 1260 %) 113 (0.66,1.94)  0.662
PERN (Ll %) 121 (0.67,2.19) 0532
JibggE K42 (<5 em/=5 cm) 131  (0.76,2.25)  0.325
TNM 431 C T~ 10 40/10~ 1V 3) 1.58  (0.84,2.69)  0.165
AR (B oh a5 k) 135 (0.82,2.24)  0.166
Jil R 2 B (T1~T2/T3~T4) 1.86 (1.10,3.13)  0.019
R 256 B (LRSI 5675 ) 211 (1.28,3.48)  0.003
miR-589-5p (& BMLFIE) 2.16  (1.42,3.30) <0.001
DCAF7(FIHE/BH M) 2.09 (1.37,3.20) <0.001

- miR-589-5p Jf# RNA-589-5p, DCAF7 Jy CULA MR T 7,

2.7 DCAF7 5 miR-589-5p #£ NCM460 28 A1 0
SW837 4 fig Hp R iA 7K F LB NCM460 4f il 21
DCAF7 357K 1.02+0.09 , miR-589-5p 3 1k 7K -
9 1.01+0.11, 15 NCM460 44 fifl 1 , SW837 4 il
DCAF7 ) 3 ik 2.62+0.29 F+ /5 (1=11.78, P<0.001) ,
miR-589-5p [ 3 ik 0.36+0.06 [# % (1=11.60, P<
0.001),

2.8 &4H SW837 th miR-589-5p . DCAF7 K ik 7k
MAMEZEEHLEE 5 Control 4 H , miR mimic
ZH miR-589-5p ik i 3 FH 15 (P<0.05) , DCAF7 ik
AT 78 40 Mo %5 I 2 BAIK (P<0.05) ; 5 miR mimic 41
Ft , miR mimic+pe-DCAF7 41 miR-589-5p # ik 2% 7T

Position 1604-1611 of DCAF7 3' UTR 5’

hsa-miR-589-5p
&5

3)

Giit2t 3 L (P>0.05) , DCAF7 3235 F115 22 40 fo %5 i
Z St (P<0.05), LK 4,35,

x5 SRR AL SWE3T AN miR-589-5p .
DCAF7 mRNA ik /K K AR 2B RE T HLd/x + s

IH 5 Y- =I5y Khr I/
25 worg MR-589-5p  DCAF7 122240 £
Control 41 5 1.02+0.12  1.0120.12 178.52+26.08
mimic 41 5 1.00£0.11 1.03x0.11 173.75+26.02
miR mimic 41 5 2.58+0.32% 0.37x0.067 60.88+9.94"
miR mimic+pe-NCZ 5 2.57+031  0.35£0.07  59.37+9.63
miR mimic+pe- @ @
DCAF7 4 5 2.60£0.32  0.83x0.11% 134.46+20.57
FH 56.72 59.94 43.37
P <0.001 <0.001 <0.001

1 :miR-589-5p A {H/N RNA-589-5p, DCAF7 g CUL4AAHSE A 17,
D5 Control 41 Fe 4, P<0.05. @5 miR mimic 2 H4K, P<0.05,

2.9 DCAF7 5 miR-589-5p 8 [5) X RIS E  Tar-
getScanHuman [ ik 7 1] DCAF7 5 miR-589-5p 8] 17
FELE AL, LIRS, XU F R 5 SR R 45 2R
/& + 5 pmirGLO-DCAF7-wt+mimic NC 20 A [t 0.99+
0.12, SW837 4fi jfu % 't Z& WG ' 7F pmirGLO-DCAF7-
wt miR-589-5p mimic 21 0.31+0.03 & 2 [% {ik (1=
12.40, P<0.001) , 5 pmirGLO-DCAF7-mut+mimic NC
ZH A HE 0.97+0.11, SW837 41 ity % ¢ 2% flf 15 7k 76
pmirGLO-DCAF7-mut miR-589-5p mimic ZH 0.99+
0.14 2= 5 o8t i 7 L (1=0.25,P=0.808)
3 itig

AT A ofe TR 1 45 B M 9 1) B R BB TR —
FERG I RO g A S B N H
AT, ARIE T AR SR IR YT 45 s A 30k AR
W R B b e K 2504 s N stz ik ik 1 b
WSO AT 22 0 SRR N RS, —Se
S o0 5 45 T g s BRARRAE B TS A AN T A3 Y
KFRIT,

AW I Ualcan 408 P2 43 BT 2R B, 445 10 ik dd
4 21 miR-589 K ik K V- ik AR T o5 41 4,
DCAF7 FRiK7KF- 1 35 5 T o5 41 20, HARM R R I
g 1 i 9 4 41 b DCAF7 BH M 36 3% R J2 DCAF7
mRNA AH X 2 35 7K P 3500 55 21 21 &, miR-589-5p #H
X IR AT B0 55 A UK, FRAABF ST 5 Ualean £
s 122 o0 B 45 S — B, 3278 miR-589-5p . DCAF7 1] fig
X2 B g 2 A R . Wu Zhang ™ 3l i3 (R 1 4
Jif 552 56 7R, miR-589-5p & B 40 il A R Lin-

. .. GGUUUUGUCCUCUUUGGUUCUCA. . .

ARERRA
GAGUCUCGUCUGCACCAAGAGU

LEIANRIER N CULA M X F 7(DCAFT7) 5 RNA (miR )-589-5p 45 &3 44,



+ 1244 -

% # B 25 Anhui Medical and Pharmaceutical Journal 2023 Jun,27(6)

cRNA ## 2 9 48 AL 4 1 52 ) RNA 1(LOXL1-AS1)
Iy T4, 125 335 miR-589-5p A 10 ] B 440 i g ) 444
B AE R, Sk B A0 M IR YT R RE T R T I . Ui
AU R miR-589-5p 1E 1 A1 R TR R L (IR
ik miR-589-5p A 38 A3 11 i) 47 9 15 84 Ak Rl A 5 1T
AR A 17 500 % s 200 PR ) 4 B RS R 28 . s S5
il 3 K 2 GEPIA £l 2 23 iy 2R B, LMo 41 4R
DCAF7 FHM: RN R 5 T IE W LR A Z . At
58 BN GE H R 4 20 miR-589-5p 5 DCAF7 ik
KO 5 67 A 56, miR-589-5p . DCAF7 ¥4 5 ik 8 4% 4%
7% | i g ¥ 3 TR B AH OC | $2 7% miR-589-5p A fiE &
DCAF7 H [F] 52 i 45 B e s 1 2R o AR 90 2 30
miR-589-5p 5 % 3k 20 5 AT 49 2 A7 I R i 4K T
miR-589-5p LKA 45 H s A , DCAFT FIPESRA
5 NCF 34 24 AR TR) i 5K T DCAFT FHPERINIR A,
miR-589-5p fk #5314 . DCAF7 FH 1k 2 52 0 25 11 1% 9o
NS RS () kS fE B B2 45 R miR-589-5p .
DCAF7 A 52 45 L Bls AN R kA A 1E R 4s
E M TG B o FARE D8 ) . A &0t 40
i 2% 52 B IE 52, SW837 4 ifd 1 miR-589-5p ik T
P4, DCAF7 %35 [, 5 miR-589-5p .\ DCAF7 7E 4%
1V 9 40 4 B 9 45 R — 3K, I8 IE 5% miR-589-5p 5
DCAF7 7 7€ # 1) 3¢ & , miR-589-5p i & ik 4 1l
SW837 4l il {278 , DCAF7 = # 15 1J 106 % miR-589-5p
15 22 38 X SW837 4t i = 2% (W il 4 FH , & W] miR-
589-5p = 7% ik AT fE i 0 il DCAF7 3 35 >k 41 il
SW83 il (11228 -

25 LTk, 45 B i 4121 P miR-589-5p 2 {IL 3%
ik \DCAFT Rk, 545 HRmk a5 5% i
R EE DL R TG AS RS fE R R A A 4G
BRI R iRk . AR M ARIRA
PR miR-589-5p . DCAF7 5 45 7 98 1 J5 A KL BEAIL
Hil Y 5C R AT IRAST

(A 1~4 VLA 1 6-10)
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