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Abstract: Objective To explore the relationship between the expression levels of LncRNA OTUD6B-AS1 and miR-365a-3p in se-
rum and liver cancer tissue with the clinicopathological characteristics and prognosis of patients with liver cancer.Methods Eighty-
six patients with liver cancer (liver cancer patient group) admitted to the First Affiliated Hospital of Hainan Medical College from
March 2015 to March 2017 were included, and 86 healthy volunteers (healthy control group) who underwent physical examination were
recruited, and the clinical data of all subjects were collected. The expression of LncRNA OTUD6B-AS1 and miR-365a-3p in serum and
liver cancer tissue was detected by qRT-PCR; Starbase database was performed to predict the relationship between LncRNA OTUD6B-
AS1 and miR-365a-3p; the correlation between LncRNA OTUD6B-ASI and miR-365a-3p expression in serum was analyzed by Pear-
son; the relationship between the expression of LncRNA OTUD6B-AS1 and miR-365a-3p in serum and the 5-year survival rate of pa-
tients was analyzed by drawing Kaplan-Meier survival curve; Cox regression was performed to analyze the factors influencing the prog-
nosis of patients with liver cancer.Results Compared with the healthy control group, the serum LncRNA OTUD6B-AS1 was highly ex-
pressed in the liver cancer patient group (1.59+0.41 vs. 1.02£0.32), and the miR-365a-3p was lowly expressed (0.42+0.15 vs. 1.05+
0.26) (P<0.05). The expression level of LncRNA OTUD6B-ASI in liver cancer tissues was higher than that in adjacent tissues (1.70+

0.44 vs. 0.97+0.16), and the expression level of miR-365a-3p in liver cancer tissues was lower than that in adjacent tissues (0.53+0.17
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vs. 1.01£0.14) (P<0.05). The expressions of LncRNA OTUD6B-AS1 and miR-365a-3p in serum were correlated with TNM stage, lymph
node metastasis and degree of differentiation (P<0.05). Bioinformatics prediction revealed a targeted binding site between LncRNA
OTUD6B-AS1 and miR-365a-3p. Pearson analysis showed that there was a negative correlation between the expression of LncRNA
OTUD6B-AS1 and miR-365a-3p in serum of patients with liver cancer (r=—0.47, P<0.05). The 5-year survival rate of liver cancer pa-
tients in the LncRNA OTUD6B-ASI low expression group was higher than that in the LncRNA OTUD6B-AS1 high expression group
(37.21% vs. 13.95%, x*=6.11, P=0.013); the 5-year survival rate of liver cancer patients in the miR-365a-3p high expression group was
higher than that in the miR-365a-3p low expression group (41.86% wvs. 9.30%, x’=8.03, P=0.005). High expression of LncRNA
OTUD6B-AS1 and low expression of miR-365a-3p were independent risk factors for death in patients with liver cancer (P<0.05).Con-
clusion LncRNA OTUD6B-ASI and miR-365a-3p expresse high and low levels in serum and liver cancer tissue of patients with liver

cancer, respectively, and both are associated with clinicopathological features such as TNM stage, lymph node metastasis, degree of dif-

ferentiation and prognosis.
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L SIMFEH(5'-3")
LncRNA OTUD6B-AS1  iE[i]  GACATATCCGGGTGACGTTTTT
JZm TTGTTCCACTGTCTTCTGGCATT
miR-365a-3p iEf] GCCCCTAAAAATCCTT
JZ21i] GTGCAGGGTCCGAGGT

B-actin EM  CACCATTGGCAATGAGCGGTTC
JZ1i AGGTCTTTGCGGATGTCCACGT
U6 IEM GACTATCATATGCTTACCGT

11 AACGCTTCACGAATTTGCGT
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